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PTPQKNPSDSSTVVYR I

VRVAI
VPVHYLYDTFDYTLVSTAQAQYAEQRAHQVGASRVAI SFGRQNL IVGI ITEKVDNPDSESVFTGQTFKQLKAI STDELL

NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 .MPTQNSSTVVYRIRVAIPVYLYDTFDYTVSAAQYAQAQVGARVAISFGRQNLVGIITEKVNPDEVFTGQFKLKAITELL 79
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus * *!* * *!!!!*!!!*!!*!!!!!!!!** !!! !*!! !!!!!!!!!!!*!!!!!!! ! ! !!! ! !!!!**!!

logo DEQDQAP I LDEQQVLSTLLTWSAQYYQFP IGEVMQSTALPATLLRQGKRAPLMDI
VLFHLWKITPCHDDNPVAEASLLKRSGQKQQYDAYQI

VLKLHPAH
NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 DQDAILDQQVLTLLTWSAQYYQFPIGEVMQSALPTLLRQGRALDILFHLWKITPHDDPASLLKRSQKQYDAYQVLKLHPH 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus ! *!!! !!!*!!!!!!!!!!!!!!!!!!*!!! !!!!!***!*!!!!!!!!! ! * !!!!! !! !!!!*!!!!!*

logo GTTENI
VLNLSGVETASTLKALEQKKGLVDECCTLEPHDFSTPSTPVQLAQMVPLTLPNEDQKKAI

TQHYI
V
L
V
K
NAQHHQYQAFLLDGLTGSGK

NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 GTTENVLNLSGVETSTLKALEKKGLVECCLEPHDFTPTPVQLAQVPLTPNEDQKKAIQHILKAQHHYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!!!!*!!!!!!!! !!!!! !!!!!*!*!!!!!!*!*!!!!!!*!!!*!!!!!!! !*** !!!*!!!!!!!!!!!!!!

logo TEVYLHQI
VMHEVLKQGKQVLVLVPE IGLTPQTI

VSRFKSRFHNCDIALLHSGLNDSKRLQAWQHQAQTGKAS I I ILGTRSAIYTP
NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 TEVYLQVMHEVLKQGKQVLVLVPEIGLTPQTVSRFKSRFHCDIALLHSGLNDSKRLQAWQHAQTGKASIIIGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!

logo LPNRLGL I I LDEEHDLSYKQQEGFRYHATRDVALYRGHLQGNCPVI
LLGSATPS IDSYHLVESTGKLETALLEQLNQRAGHVALVLPKMH

NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 LPNLGLIILDEEHDLSYKQQEGFRYHTRDVALYRGHLQNCPVILGSATPSIDSYHLVESGKLELLELNQRAGVAVLPKMH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus !! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!*!!!!!!!!!!!!!!!*!!! ! !!!!!!*!*!!!!!

logo

L
V
I
VDLKIAVKKQHGI

LSQPTL I EQQIKNQTLAERKEQVL I FLNRRGYAP I
VLMVCESCGWQANCPHCDAHFTLHSTQPYHSYLHCHHCGTI

V

NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 VVDLKIAKKQHGLSQTLIQQIKQTLERKEQVLIFLNRRGYAPILMCESCGWQANCPHCDAHFTLHSQPYHYLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus **!!!! !!!!!*!!*!! !!!*!! !!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!*

logo

H
NRLPDHCPAECQKQKQSLKTI

LGAGTAKLVEEHLQELFPDHHNDEVIRVDRDSTSRVGSWQKIYDER IQQNKPS I LLGTQMLAKGHHFP
NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 NRLPDHCPACQKQSLKTIGAGTAKLEEHLQELFPHNEVIRVDRDSTSRVGSWQKIYERIQQNKPSILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus *!!!!!!! !! !!!!*!!!!!!*!!!!!!!!!***!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!



logo HVTLVAI LDIDAGLLSVDI
PRAPERTAQL IVQVAGRAGRGEHKGHSVYLQSTLRPDHPLMLTTL I EHKDYRATVAKQMTLADERKI

VALM
NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 HVTLVAILDIDAGLLSVDPRAPERTAQLIVQVAGRAGRGEHKGSVYLQSLRPDHPMLTTLIEHDYRTVAKQMLADRKIAM 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!*!!!!!!*!!! !!!! !!*!!*!*

logo LPPYRYATVL IVRAVESKDRDYSTLQHFLANEAIAEQQLRQTI
MAGDI

LVDIWGP IPAPMERKAGRYRAHMVI LSATDRAKRLHFYLRQWWAQQ
NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 LPPYRYTVLVRVESKDRDYSQHFLAEIAQQLRTMAGDLVDIWGPIPAPMERKAGRYRAHMVILSTDRAKLHFYLRQWWQQ 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus !!!!!! !!*! !!!!!!!* !!! ! ! !!! *!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!! !

logo

L
VVHALPRQHQLRLS IDVDPQEFS

NTDB id 1094103 ACMHYC RS17145 WP 227556547.1 VVHLPRQHQLRLSIDVDPQEFS 741
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus *!! !!!!!!!!!!!!!!!!!!
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