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VKEHADFLAQADQQGSGAD
NTDB id 1094102 ACMHYC RS16615 WP 199949832.1 MWNKINFRSALSGYWWQDPLFVGAVALAMLLHGAVLAIHFSMPSPADTSTKEIAVTVRPSADKVKEADFLAQADQQGSGD 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus ! ! * !!!!!**!**!* !!*!!! !! !!! !! ! * !!!!!!***!!* ! *!*!!!!!!!!!!!!!

logo FREQAHRMSSDNMSPAPMPQASDASTTGEASQTLESTLEKVQQKQRELKFEEKVLMTVLSWQKQAEEQSEQRKKATLDEEQLQSQFQAKAAMVAS
NTDB id 1094102 ACMHYC RS16615 WP 199949832.1 FRQAHRMSSDMPAPMQADATTGESTLESLEKVQQKRELKFEEKVLMTVLSWQKQAEQSERKKTLDELQSQFQAKAAMVAS 160
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !! !!!!!! !!!!* !!*!!! !!*!!!!!! !!!!!!!!!!!!!!!!!!!!! ! !!! !* !!!!!!!!!!!!!!

logo LEAQYLQRQQDNFSRKQQKRIKTVDGIQAKKQDASAAYLDKFREQKVELYGNRYYPDEEAKQQQRLAKGEVRLMVI LNAEQGGIRAIRL
NTDB id 1094102 ACMHYC RS16615 WP 199949832.1 LEAQYLQRQQNFSRKQRIKTVDGIQAKQDASAAYLDKFRQKVELYGNRYYPDEAKQQRLAGEVRLMVILNAEGGIRAIRL 240
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!!!! !!! !*!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!*!!!!! ! !!!!!!!!!!! !!!!!!!!

logo

I
LESSGHYPSVLDEAAKASVRRGAPFGARFDAANMKKDI SELR I IRTWRFDPAVDEAEFEVH

NTDB id 1094102 ACMHYC RS16615 WP 199949832.1 IESSGYSVLDEAAKASVRRGAPFGAFDAAMKKDISELRIIRTWRFDPVDAEFEVH 295
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANM.KDISELRIIRTWRFDPAEAEFEVH 294
consensus *!!!!**!!!!!!!!!!!!!!!!! !!! !*!!!!!!!!!!!!!!!! *!!!!!!

X non conserved
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X ≥ 50% conserved


