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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1093969 ACMG4N RS16265 WP 297766823.1 .MARGVNKVILIGNLGADPETRFMPSGGAVTNVRLATSETWKDKQSGQMQERTEWHRVVFFNKLGEIAGEYLKKGSKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQEA.........YQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQEA.........YQRPAQQSRQPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 1093969 ACMG4N RS16265 WP 297766823.1 EGSIRTRKWQGQDGQDRYTTEIVANE....MQMLDGRGDGG.GQG..GGY..AP.....QGNQGGY....QNQNENYGGG 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGM..NV.....PAQQGSW....GQPQQPA..K 146
consensus !!****!!*!***!**!********* **!!**! *** * * !** * *** * ** **** *

logo

A
N
Q
P
A
H
T
S
A
Q
R
HPMQPEQSAPQKNSAPAGPQRGQRYQNSAPQAGPVGPQFYAENSAEGPAPAMPVMDENDI

FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQKP.....AAQAEPPMDNFDDDIPF 180
NTDB id 1093969 ACMG4N RS16265 WP 297766823.1 NAAPQQSQNPGQGQNQGGFSGPADDFDDDIPF 173
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQ.QSAPQQYSQPQYNEPPMDFDDDIPF 177
consensus * !* ** ** * * *!****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


