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NTDB id 374 SMU RS06885 WP 002262930.1 ......MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRK...NS 71
NTDB id 1093924 ACMG4M RS01300 WP 035245815.1 MTDNFQDLKVMVIDDSKTIRRTAETLLKKAGCEVITATDGFDALAKIADSKPNIIFVDIMMPRLDGYQTCALIKNNSAFK 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
NTDB id 1417 SGL RS04200 WP 014407071.1 ......MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTK 74
consensus * * **********!******* ***!***!*****! !!**!!*!*** *!*****!***!***!* ****** **

logo

A
H
N
I
T
VP I

V IMCLSASKGDESGELFDQRKFVAI
W
KGLMREIRVI

Q
VGASDADEYI

V
L
A
TKPFQSNPKMRDELVLANGRTAVIKRANQLHI

V
L
R
S
G
N
R
S

TENI ESAVAEENASGIPE I I IGDLQI LPDAFVA
NTDB id 374 SMU RS06885 WP 002262930.1 HVPIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVA 151
NTDB id 1093924 ACMG4M RS01300 WP 035245815.1 ATPVIMLSSKDGLFDKAKGRIVGSDEYLTKPFSKDELLGAIRQHISG................................. 127
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS................................. 127
NTDB id 1417 SGL RS04200 WP 014407071.1 NVPVIMCSSKGEEFDRFWGMRQGADAYIAKPFQPMELVGTIKQLLRN................................. 121
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