logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064.1

1390 A4U84 RS00055 WP 021115958.1
1093890 ACMHYV RS01710 WP 414502442.1
1166 A1552VC RS00795 WP 000168289.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064 .1

1390 A4U84 RS00055 WP 021115958.1
1093890 ACMHYV RS01710 WP 414502442.1
1166 A1552VC RS00795 WP 000168289.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064.1

1390 A4U84 RS00055 WP 021115958.1
1093890 ACMHYV RS01710 WP 414502442.1
1166 A1552VC RS00795 WP 000168289.1

consensus

A:fs\L/NKV

AL SR ) s SATSET R T bl AR At sl

VN NKVILIGLGIRDPEVRYMPNG AVCNISVATSETWNDREGQRWERTEWHRIIT YRKLAEIAGQYL KG{eamvyY
VS| NKVILIGRLGDPEVRYMPNG AVCNJJSVATSETWNDREGQRERTEWHIIT YRKLAEIAGQYL KGRvy

IRNGVNKVI  GNLG DP REMPNG AVEW| SVATSE WND WTG RGEUTEWHRIGE R FAE AGQYL KGSWQEVY
BUNcVNKVILIGN ¢ DP VR BPEGEEVCN B ATS WHDRNTGQRMERTEWHE WKLAETAFQY BKesy Y
WENIGVNKVILIGNLG DPEVRYMPHGMAVAN — ATSETWED WTc MYE TEWH T Y®KLAE AG YL KGSEMvY
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X non conserved
B similar
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