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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 MGTGLLALAAGLLALGFLPVLPPVWLLLALAVVGLMLLPFR........T....HPVAFFLFGFAWACVSGHWALNDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFR........W....RPLAFFLFGLVWACLNAQWALDDRLP 68
consensus !********!!***! **! !**** ***!****!****** **!****!**!*** ****! **!*

logo

V
P
A
D
G

W
L
D
EGKQRDTFIRRWALTEGVQVASTEGLPDEQRVGRTEGQGDAVTVRFLEFLEQRDGIAEIHQSSADSARGHRADEAGRVLPPRSRVIRLSAWHYDGLRSWHERQREAEAATDRRAGAGIPDEP I

L
H
Q
R

P
SGQERW

NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 PGLEGQTRWLEGQVSGLPEQGQGVVRFELQGAQ.ARRERLPRRIRLAWHD....................APPLHSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERW 127
consensus ****!** ***!*!**!!* ***!!** * ***! !*!!*!** *!** *!*!!

logo

Q
RLTAALVTRLRKRPAHSSGMLLMVNVPGQSAGFDGHYQEYAAWMLLADRDRVIRGAATGYTI

V
Y
K
T
AGEKQLRAILARENPAALMGEADAGSGVGLARSRSVEGLRAWRADEAGRVLRRQRHLLAGTAVLEPAEHQAGRYGA

NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 RLAVTLRRPAGLLNVQGFDHQAWLLARRIGATGTVKAGQLLRP..............ARLAWREGLRQHLLGVEAQGR.G 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 AGLAALVMGDGSGLTRQDWQVLQDTGTVHLMVISGQHISLLAGVIYLG.......VAGLARWGIWP..ERRPWLPWACAL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAV.......VLLLARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 AFLGALGYGLLAGFDVPVQRACVMVALVLLWRLRFRHLGVWRPWLLALNAVLLFEPLASLQPGFWLSFAAVAILLLTFA. 342
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 ......GRLGRWRW.......WQAWSRAQWLIAIGLLPPLLALGLPISFSGPLANLLAVPWISLLVLPPALLGCLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSW.......WRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 HVGEGLLWLAGGLLDGLFLLLGTIAGAWPAWVAPLLPWWLWGLSALGALLLLLPSGVP...LRVLGWPLLLLAIWPPEQV 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 LPEGEVEVWQLDVGQGLSMLLRTRDHAMLYDAGARVGDF.DLGERVVLPSLRKLGIRQLDLMLLSHADNDHAGGALAVWR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 GIDVARVRSGEPGA.......LPDALQAQPCESGLGWQWNGVRFLLWQWP......AAADGNQASCVLQVEARGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 GDIDVHAERALLAS..PLAVHTHWLQAPHHGSRTSSSMALLQRLRPTAVLISRGRGNAFGHPHAEVLARYRRLGVVVHDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1093809 ACMGG8 RS25695 WP 414158683.1 ADQGALKLRLG..TFGPVQSLRAQRRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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