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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 RLAPGLDGRTLWLEGRVVGLPAHTLSGVRFELEQPRS.RRAALPQRLQLHWFD....................GPPVRAG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 ERWRLAATLQRPAGLLNPHGPDREAQLLARRIGATGTVKAGHVLDA..............AQPGWRDALRQRLLSVAAHG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG 192
consensus *!!*!***!*!! ***!! **! !* *!!****!*!****! ** * *!!***!**!!** ***

logo RYEAAGPVALIAVALVLVGDQGASGI
L
S
A
Q
R
T

E
ADWEQRARVFLRQADRTGI

T
S
VHLLMVSVI SGLQHVITGLMI

L
VAGLFLGYAVLWVMALWRRSAFLLGLARWLGI

L
R

T
WPLQRPLARMLPAWQLRPACWGA

NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 R.EAALVALVLGDGAGLAREDWQALQATGTVHLLVISGQHIGLVAGLLYALV.......AGLARWGLWPR..ALPWLPCA 260
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 CGLALGAALAYGWLAGAGVPVQRACLMLAVVLLWRLRFRHLGALFPLLLALIGVLVAEPLAPLLPGFWLSFAAVATLVYC 340
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 FSS.......R.......LGRWRPWQGWTRAQWVIAIGLLPVLIATGLPVSLSAPLANLLAVPWVSLAVLPLALLGTLLL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRG.......R.......LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 PLAGVGEGLLWLAGGLLDVLFRLLAWVAHWRPAWIPPALPVWAWLMVCLGALLVLLPSGVP...LRSLGGAMLLAL.WVP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 REAVPQGQVEVWQLDVGQGLAVLLRTQNHSLLYDAGPARGES.DLGERVVLPTLHKLGVKRLDIMLISHAHADHAGGAPA 561
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 VYRGLPVLRVLGGEVL..........EDLALQPCASDEQWEWDGVRFSLWHWAQ......GQSSNDRSCVLLVEAQGERL 625
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 LLAGDMEAGAERAWLAAHAT..PRIDWLESPHHGSRSSSTEAFIRATAPRGVLISRGRNNGFGHPHVQVVERYRRHGMAI 703
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGGME..VNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETR..GDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1093554 ACMGF5 RS16155 WP 414156965.1 HDTAVEGALRLLLGNHGEVEG....VRAQKRFWRGSAP............... 737
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGGARR....MRDEPRFWREK................. 741
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