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NTDB id 1115 OK783 RS00485 WP 003698035.1 AADGFSRDLGVKFGATGRKKLKNETSAFGWGVNSGFGGG.....................DKWEAQTK....INLPVAAA 533
NTDB id 1100 NMB RS09455 WP 002225652.1 AADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGD.....................DKWGAETK....INLPITAA 579
NTDB id 1092 CAD91899.1 1..2286( ) AADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGD.....................DKWGAETK....INLPITAA 571
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSHS............VGGSIESNLWQKGLLAD........DE..FPVDEFLNVNLASTSA 387
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSHS............VGGSIESNLWQKGLLAD........DE..FPVDEFLNVNLASTSA 387
NTDB id 1408 DSB67 RS13980 WP 010643500.1 INEGNMDELGVRWGFTSINGSHT............VGGSIENNLATIGLYDGGGEGDDGGSS..VGIDDFLNVNLAATSP 396
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ATTSFSKEMGVKWGILSQGI........NQNSNLLVGGS.ETTLWN..LRNPDSN.....GTYTIERPDNLNVDLGVTTT 520
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ASTSFTKELGVKWGILSQGI........TNNNNLLVGGS.ETTLWN..LREPKKDETTGGYKYTIERPDNLNVDLGVSNP 533
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ASTSFTKELGVKWGILSQGI........TNNNNLLVGGS.ETTLWN..LREPKKDETTGGYKYTIERPDNLNVDLGVSNP 533
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VTKDFSQDIGIRWGVSRPTHLS....GTLEGANELARGT.APANVV..PLERRLNL...........DLAAAPLTGATPA 504
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTKDFSQDIGIRWGVSRPTHLS....GTLEGANELARGT.APANVV..PLERRLNL...........DLAAVPLTGATPA 504
NTDB id 1093551 ACMGF5 RS10715 WP 115273375.1 ANVDYEKSLGVRWGPRLYSEA...........................................AVLGKDVFVDLGVERA 236
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ANVGYDKSLGVRWGGAYHKGNWS...GYGKDGNIGIKDE.DGMNCG..PIAGSCTFPTTG....TSKSPSPFVDLGAKDA 528
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NTDB id 1115 OK783 RS00485 WP 003698035.1 .ANSISL..VRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGL 610
NTDB id 1100 NMB RS09455 WP 002225652.1 .ANSISL..VRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGL 656
NTDB id 1092 CAD91899.1 1..2286( ) .ANSISL..VRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGL 648
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAST...VAFKKAVLSL 464
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAST...VAFKKAVLSL 464
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGATS...VTFKKAVLSL 473
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSL 599
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSL 611
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSL 611
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .SVGIALAKLN..DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGATA...VAFKKAVLSL 578
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .SVGIALAKLN..DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGATA...VAFKKAVLSL 578
NTDB id 1093551 ACMGF5 RS10715 WP 115273375.1 .GSSIGLGVLR..GSVLLDLELSAMEKTGNGEIISQPKVVTANKETARILKGTEVPYQETTKSGATS...VAFREASLSL 310
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .TSGIGIGFIT..DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGATS...TSFKEAALSL 602
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NTDB id 1115 OK783 RS00485 WP 003698035.1 TVTPNITPDGQIIMTVKINKDSPAQCA.SGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVI 689
NTDB id 1100 NMB RS09455 WP 002225652.1 TVTPNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVI 735
NTDB id 1092 CAD91899.1 1..2286( ) TVTPNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVI 727
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVL 544
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVL 544
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLL 553
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EVTPNITPDGKILMELNIANDSINSYA...QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYV 676
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NVTPSITPDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NVTPSITPDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KVTPQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KVTPQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1093551 ACMGF5 RS10715 WP 115273375.1 EVTPQITPDGKVIMTVKVTKDEPDFVNA..LNDVPPIRKNEVNAKVRVADGETIVIGGVYSTTQNNVVDKVPFFGDLPYV 388
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EVTPQITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYL 680
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NTDB id 1100 NMB RS09455 WP 002225652.1 GNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1092 CAD91899.1 1..2286( ) GNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1093551 ACMGF5 RS10715 WP 115273375.1 GRLFRRDALQEKKSELLVFLTPRIMNDQAIAVSR......... 422
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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