
logo MKSNS ILSYKR IYKQSQEYLASPTLGTI
V
E
RYRASLFGGSYSLATI

VDDNTVFAMVASDEGDELYLRAVCEQSAPQYCRVKNHPPTSVLWLTLYKQKCRGRPS IVLTLN
NTDB id 1093442 ACMGGS RS15395 WP 414163345.1 MSNISYKRIYQSQEYLSPLGTVRYRALFGGYSLAIDNTVFAMVAEGDLYLRVCEQSAPYRVNHPTSLLTLQKRGRPILLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus ! *!!!!!! !!!!! *!!!* !! !!! !!! *! !!!!!! *!*!!!! !!!!!*!*! !!* !! !*!!** !!

logo YYRVDDEASLWGRDNQRLQKTLLVHRLSKSFYSLDQAALQKQEKSVRTRGNGTRVEKRLKDLPNI
M
S
TFHLEAMI

LLGMEVGIKRDTEVERADLRAI LGAEKLMACWLKR I
LREQKQKN

NTDB id 1093442 ACMGGS RS15395 WP 414163345.1 YYRVDDALWGDRQTLLHLSSFSLQAAQQEKVRRGGVKRLKDLPNITFHLEMLLMEVGIRTEEDLRALGAELAWLKIREKK 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!* !! !**!! *!! !! !! ! !!!!!!!**!!!! *! !!!!* !! !!! **!!**!
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MHEAAMLPTVAQRRQEQLATDEWAFDNSTLPTEPKLQSENDFPAELE
NTDB id 1093442 ACMGGS RS15395 WP 414163345.1 KYLSVRLLYALEGAIAGMHEAMLTVQRRQQLTDWFNTLPELSND..... 204
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus ** **!* !!!!! !*!!! !*! !!! ! *! *!** *****

X non conserved

X similar

X ≥ 50% conserved


