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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1093371 ACK8DD RS17295 WP 000840541.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGIDLVKHISQNYTNTPI 80
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
consensus ********!*!!!!*!***!***!!*!!***!**!**!**!**!******!*!!!!**!!!!!!*!!!****!****!!*

logo AMVI
LTAYGSNLMDTIA IQAALKAGAFDFLVTSKPVDNLQGVRHLRDEQLVLAQTKALRNLRRQNKPVEHDETATEENAPLVEDNNKRLLLIGERSPLPMIRQAQLRNIQAIGKKLIARS

NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLARS 155
NTDB id 1093371 ACK8DD RS17295 WP 000840541.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
consensus !**!!!!**!*!!*!!!!!!!!!**!!!****!**!***!!**********!*!*****!*!*!*!***!!**!*!*!!!

logo QAPVYF IVSTGESGSTGKELVVARNL IVHERQLGSPNR I
SERGPFVIPAVINCGAIPSTELMESEFLFGHKKGSFTGAI
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
NTDB id 1093371 ACK8DD RS17295 WP 000840541.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
consensus !!!!***!!!!*!!!*!!*!*!****!*!*!!***!!!!!!*!!!!!!*!!!!!!!!!!!**!!!!!***!*!!*!!!!!

logo

V
IADELPMLASMQVKLLRAI

VQEKAKVIRAPVGGSQDQEVIADVDVFR I
V
L
I
C
SATSHKQDLADALELVGRAQGRKFRQDLYFYFRLINHVI

M
E
DLRIVLPPLRERRGDEDI

V
P
LL

NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
NTDB id 1093371 ACK8DD RS17295 WP 000840541.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGDDVLL 320
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
consensus *!*!!**!!!!!!!!*!!!**!*!!**!!**!!*!***!*!*!!***!**!*!!!!!**!**!**!**!!!!!!**!**!
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I ERAYITLCSEDDAQTIQDPIHSDHLRHLPADPALPRGAANSI SNPFLASAAQS
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS.......... 385
NTDB id 1093371 ACK8DD RS17295 WP 000840541.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPLASAAQS 400
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
consensus !!*************!***!!**!***!****!!!!!!!!*!!*!!!*!!*!!**!****!**!********* ******

logo IQTTVAQAEPSGQAAVSKLKSLEP I
S
D
E
N
GLEDRYLEDNI ERKKDLI ILMLQNALENEMTRHWNRTALAAQKRKLGLMTFRSMLRYRLKKLFGI

LDTETEQEV
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 1093371 ACK8DD RS17295 WP 000840541.1 IQTTVAASQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
consensus ******* *!********!!*!!!*!!******!!**!*!!!!*!!**!!*!!!!*!!!!!!*!*!*******
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X ≥ 50% conserved


