
logo MEKKI LFTQSE I LIKNDKAI SEQMQKASDVHF IPSVQKKNHEVLS IKLFR IHNGDDNMLHEDQYDEKQIAGI
N
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I
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E
QKLLSVYLMKF IQTAHGLDVSETKQNQKVAQSGTRLYNSFYDHLF

NTDB id 1093158 ACMGE3 RS07890 WP 414055033.1 MEKLFTSILKDAISQQASDVHFIPSQKHVLIKLRIHGDMHDYDKIAINQFEKLLSYLKFITHLDVSEKNKAQSGTLNFDL 80
NTDB id 30 MW RS08005 WP 000697220.1 MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF 80
NTDB id 14 SA RS07775 WP 000697220.1 MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF 80
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logo NAKIHYNFVLRAI STLPHLSVLGHQEASCVLIR I IVPTQNFFNQEQKQAKDSTYI
K
E
F
D
NDLFLKHLMHNKGKSQGL ILL IFSGPTGSGKSTLMYHQLML

V
Q
SYAVNAKNALSNKL

NTDB id 1093158 ACMGE3 RS07890 WP 414055033.1 NAIHYNVRASTLPHSVGHEACVLRIIPTNFNEKAD..IEDDLLHLMHKGSGLILISGPTGSGKSTLMYHLLQYAVANLSK 158
NTDB id 30 MW RS08005 WP 000697220.1 NKI.YFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNL 159
NTDB id 14 SA RS07775 WP 000697220.1 NKI.YFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNL 159
consensus !*! !**!*!!!!*!*!*!*!!*!!*!**!**********!**!!!*!**!!*!*!!!!!!!!!!!!!****!!***!**

logo

Q
NVI S I EDPVEQMRQI EPGMI IVQINVNADKGANGITNYQVNSLFKAI LRCDPDI

V IML IGE IRDAKDTVAKNCVINQASLSGHLVLSTTLHANTSDCLKGA
NTDB id 1093158 ACMGE3 RS07890 WP 414055033.1 QVISIEDPVEQRIEGMIQINVNAKGNITYQNSLKAILRCDPDIIMIGEIRDADTAKNVINASLSGHLVLSTLHANSCLGA 238
NTDB id 30 MW RS08005 WP 000697220.1 NVISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGA 239
NTDB id 14 SA RS07775 WP 000697220.1 NVISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGA 239
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logo IHLRLMLEMGI SKVVQELEIQSAVTENRL I INQRLVNTTHI SKGQRQRRQVLYEQLNKSECVCNEYI LSNQQSQLDRSYYFLFS IHNNHQSLNPKSMSLFDKNLEDKLDDMTK
NTDB id 1093158 ACMGE3 RS07890 WP 414055033.1 IHRLMEMGISKVELEQSVERIINQRLVNTHSGRRRVYEQLNKSECCNYLSNQSLDSYLSINNQLNKMLDN.......... 308
NTDB id 30 MW RS08005 WP 000697220.1 ILRLLEMGISVQELIQATNLIINQRLVTTIKQQRQL........VCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTK 311
NTDB id 14 SA RS07775 WP 000697220.1 ILRLLEMGISVQELIQATNLIINQRLVTTIKQQRQL........VCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTK 311
consensus !*!!*!!!!!**!!*!****!!!!!!!*!****!** *!**!!*!*!****!*!**!*****!**********

logo ANGEVITCLEMTETHMEDRKYVITE
NTDB id 1093158 ACMGE3 RS07890 WP 414055033.1 .NEITLMEHERYVTE 322
NTDB id 30 MW RS08005 WP 000697220.1 AGVICETTMDKYI.. 324
NTDB id 14 SA RS07775 WP 000697220.1 AGVICETTMDKYI.. 324
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