logo

NTDB id 1093158 ACMGE3 RS07890 WP 414055033.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 1093158 ACMGE3 RS07890 WP 414055033.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 1093158 ACMGE3 RS07890 WP 414055033.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RSO7775 WP 000697220.1
consensus

logo

NTDB id 1093158 ACMGE3 RS07890 WP 414055033.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RS07775 WP 000697220.1
consensus

logo

NTDB id 1093158 ACMGE3 RS07890 WP 414055033.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RSO07775 WP 000697220.1
consensus

60 FO ) AR5 1R e chs vl Y, e DN rmcyAQl Rese

WIEKIRIT SESEK DEWES ( QESSIAR:INNZS O K H\YLARMLISIH GBI H D VAR K iRl T N (BSOS ¥ S)Y1 163 I T HIMAUSIE KINKVNaRIe T L N®D L
MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF
MKILFQEIINKATIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF|

e Vil ML TR TRl

BN
NEVTSIYRY 'RENSTLPJ3IS 'GIE  CV 'RI 'PEgyF ' - |\@:N0Japes - DIRRHL MIK[ESIGL 'LISGPTGSGKSTLM Y88 [NY AZRYLE]
NKIBYFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALN
NKIBYFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYOMVSYANKALNL

Pl ok Do DL e Do Do s Db b bk Dok Doskseoskeskeskoskoskoskoskok Dok Dl Do Dskese Db D DD DD DR E Do Dl sk |k

A A S

VISIEDPVEMHIING QINVNEXK NIPY[QNS®KAILRCDPD I IGEIRDEID@WAKWMVI ASLSGHLVL TLHAREICIAGA
NVISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGA
NVISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGA

LT s LSRRIVl e

SN ETINEY

ALE L hSEL e

ANE TE EHQ&Y\LTE

.NEMTLMEHERMITE 322
AGVICETTMDKY IS 324
AGVICETTMDKY IS 324

%k k| ok ok %k k ok k ok |

Uokokokok Dok | okok |okokokokok | ok ok ok ok ok ok

X non conserved
B similar
> 50% conserved

158
159
159

238
239
239

308
311
311



