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NTDB id 1093116 ACMGE4 RS03440 WP 414046215.1 SIQNGHTYIPDQILLETSYELLTKNGSE...VNPDSLVRALNELCEEKKFLVEHEKNIYIPSLFYSETKTVQILYRLMNH 312
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NTDB id 1093116 ACMGE4 RS03440 WP 414046215.1 .QDFPIVVAAPTGRASKRLYESTGLEATTIHRLIGWTRDNKPDDILENEITAKLIIIDEMSMVDTWLMFQLMKAVPNDAQ 471
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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consensus !!!!* !! ! !! !* *! *!!!!*!*!! ! !!!!!!!!!!!!!!!!!!!**!!! !!!!! *!*!!!**

logo TRAKKQFSL I FLCGDEEVENAFLENEWGI
VKNRLNDGANTRVFRQTSTFSLYKQFNLMDRYFLNSTVDQEVEQEKI

M
ID
T
A
QELNESALLQGQKSEVLPFKSVGEMTEENMHLVHIDSAPMNIGNME

NTDB id 1093116 ACMGE4 RS03440 WP 414046215.1 TRAKQSLIFCGDVNAFNEGIKRLGNTRFTSFYQFLMDYFNTDEQKIITQENSLQGSVLPFKVGEMTEENMHLISPMINME 790
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKN...RLSVQVEEM.DAELEALQKELPFS..........VHDANIGME 785
consensus !!!! !! !!* ! !*! ! * *** ** ! !!! ************ * ! !!

logo

D
GI STPFYDFYMVKEEQQ

NTDB id 1093116 ACMGE4 RS03440 WP 414046215.1 DISPYDYV..... 798
NTDB id 355 BSU 27480 NP 390625.1 GITPFDFMKEEQQ 798
consensus !*!*!*******

X non conserved

X similar

X ≥ 50% conserved


