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NTDB id 1093095 ACMGE5 RS07810 WP 414046215.1 ....MENATLFDKSYVKGTINRILFQNNDNFYTVLKAEVIDTNEDFDD.EVTVTGFLPQIAEGDTYTFTGKLVTHAKYGK 75
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NTDB id 1093095 ACMGE5 RS07810 WP 414046215.1 QLQAEKFEKDLPQSKDGIIHYLSSDLFKGIGKKTARTIVETLGEDALNIILDDKSSLDKIPKLSQEKKDLIYNTINENQA 155
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NTDB id 1093095 ACMGE5 RS07810 WP 414046215.1 SIQNGHTYIPDQILLETSYELLTKNGSE...VNPDSLVRALNELCEEKKFLVEHEKNIYIPSLFYSETKTVQILYRLMNH 312
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NTDB id 1093095 ACMGE5 RS07810 WP 414046215.1 KDQLKEFEQSEVMLAIGEIEQLFEVSYAEKQKEALMQAMKSKLMILSGGPGTGKTTVVRGIVTLYAELHGLSLDYNDYEE 392
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NTDB id 1093095 ACMGE5 RS07810 WP 414046215.1 .QDFPIVVAAPTGRASKRLYESTGLEATTIHRLIGWTRDNKPDDILENEITAKLIIIDEMSMVDTWLMFQLMKAVPNDAQ 471
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 1093095 ACMGE5 RS07810 WP 414046215.1 IIFVGDQDQLPSVGPGQVFKDLIESQIIPQIELNEVYRQQEGSSIVELAHQIKRN.EPFDITQRYSDRSFIPCHAEQIPE 550
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NTDB id 1093095 ACMGE5 RS07810 WP 414046215.1 DIGEVVGIFKANENALNKDVVIVDYDGNEVTYTKADLIEITHAYCCSIHKSQGSEFPIVIMPVVNQYYRMLQKNILYTGL 710
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