
logo

MASRG
M
F
I
V
LNKQRVI

M
VL IVGNRLGTQRKDVPDEVYLRVYMTSPANSGGVASAVGAHNTI

V
F
S
T
I
M
LATVSNERQSTW

F
K
R
T
D
N
K
Q
A
A
N
Q
S
T
G
GEQDK

E
E
I
R
K
Q
E
T
A
E
D
W
Y
F
H
V
I
R
N
V
CTVI

T
V
L
F
Y
W
G
R
R
K
L
S
T
QAEVNAFTVGNAELNYFCTLQRSKKGSQLAVYGI

V
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG...DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG...EIEADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 1093052 ACMGE6 RS04725 WP 414054633.1 ....MLNRVVLVGRLTKDPEYRVTPSGVSVATFTLAVNRTFTNAQG...ERQADFINCVVFRKQAENVNNFLSKGSLAGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG...EREADFINCVTWRRQAENVANFLKKGSLAGV 73
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGS...............WGQPQQPA 145
NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQN.F.NSNQSNGSQQS..........GFTSPQQTG 141
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD........................................ 113
NTDB id 1093052 ACMGE6 RS04725 WP 414054633.1 DGRLQSRSYDNQEGRRVYVTEVVCDSVQFLEPKNANQGRSNNDSGQD.Y.SSYDQGNYGQ......QTQGQNY..QSNNQ 143
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG..........GYNEGNSGGGQYFGGGQNDNPFGGNQNNQ 143
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logo

K
N
Q
R

A
R
Q
H
N
P
S

QPMAN
Q
A
G
Q
T

N
S
N
S
A
F
T
P
N
S
Q
A
D
Q
T

N
Y
D
S
P
Q
F
P
A
Q
N
A
D
N
Y

N
T
G
E
G
K
Q

A
P
P
I
M
D
D
I
F
SDDDI

LPF
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 624 LCA RS00040 WP 011373726.1 NAP...AANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ................................ 113
NTDB id 1093052 ACMGE6 RS04725 WP 414054633.1 QQS...NTSAPSTNPFANATGPIDISDDDLPF 172
NTDB id 113 BSU 40900 NP 391970.1 RRN...QGNSFNDDPFANDGKPIDISDDDLPF 172
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X similar

X ≥ 50% conserved


