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NTDB id 1092927 ACMGFA RS07625 WP 414049859.1 SLQNGHTYIPDQILLETSYELLTKNGS...QVDPDALVIALTELCEIKEKLVEHEKNIYIPSLFYSETKTVQILYRLMNH 312
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NTDB id 1092927 ACMGFA RS07625 WP 414049859.1 .QDFPIVVAAPTGRASKRLYESTGLEATTIHRLIGWTRENKPDDILENEITAKLIIIDEMSMVDTWLMFQLMKAVPNDAQ 471
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NTDB id 1092927 ACMGFA RS07625 WP 414049859.1 DIGEIVGIFKAAENALNKDVVIVDYDGNEVTYTKADLIEITHAYCCSIHKSQGSEFPIVIMPVVNQYYRMLQKNILYTGL 710
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