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NTDB id 1092925 ACMGFA RS07215 WP 414049835.1 MEKTLHILLDDAIERNASDIHFIPGNECVLIKMRIHGDMHDYDTMKVDVFEKLLSYLKFVTHLDVSEKNKAQSGILSYKS 80
NTDB id 30 MW RS08005 WP 000697220.1 MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF 80
NTDB id 14 SA RS07775 WP 000697220.1 MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF 80
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NTDB id 1092925 ACMGFA RS07215 WP 414049835.1 ETMSYNVRTSTLPQSVGHEACVLRMIPSVFKQTIQ..IEQDLLSLMHKGSGLILISGPTGSGKSTLMYQMLQYAVQHLNK 158
NTDB id 30 MW RS08005 WP 000697220.1 NK.IYFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNL 159
NTDB id 14 SA RS07775 WP 000697220.1 NK.IYFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNL 159
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NTDB id 1092925 ACMGFA RS07215 WP 414049835.1 QIISIEDPVEQRIEGMVQINVNMKANITYQNSLKAILRCDPDIIMIGEIRDPDTAKNVVNASLSGHLVLTTIHANTCIGA 238
NTDB id 30 MW RS08005 WP 000697220.1 NVISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGA 239
NTDB id 14 SA RS07775 WP 000697220.1 NVISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGA 239
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NTDB id 1092925 ACMGFA RS07215 WP 414049835.1 LHRLLEMGVTKVELEQSIEIILNQRLINTSIARKRVY.EQMNKKETRLYLNDED..INSYVPISQQLSSMLENNLITQME 315
NTDB id 30 MW RS08005 WP 000697220.1 ILRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETT 319
NTDB id 14 SA RS07775 WP 000697220.1 ILRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETT 319
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NTDB id 1092925 ACMGFA RS07215 WP 414049835.1 YERYAVE 322
NTDB id 30 MW RS08005 WP 000697220.1 MDKYI.. 324
NTDB id 14 SA RS07775 WP 000697220.1 MDKYI.. 324
consensus ***!*

X non conserved

X similar

X ≥ 50% conserved


