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LKKRTDQGAFTL I EMLLVLLVI I SVLL IL IVL I IPNIAKQSTDANHVIQNSTGCTNAQVKMVQNGSQI EAYKALQKNHGN

NTDB id 1092924 ACMGFA RS07205 WP 414042934.1 MFSTINNKLNSLVQSFKQQFKKRDGFTLIEMLLVLLVISVLIIVIIPNIAKQSDNVQNTGCTAQVKMVQGQIEAYKLQNG 80
NTDB id 32 MW RS07995 WP 000472256.1 ...............MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHN 65
NTDB id 16 SA RS07765 WP 000472256.1 ...............MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHN 65
consensus *****!!***!!!!!!!!!!!*!!*!*!*!!!!!!!!****!*!!!*!!!!!!**!!!!!*!***
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NPTSS INEEDLVIPADEGFLIKENAQVKKTCKNSGNEPTINTIDSNGEAVAQNKS

NTDB id 1092924 ACMGFA RS07205 WP 414042934.1 KSPTSINELVP.EFLKENQVKCKNGNPINIDNGEAVAQKS 119
NTDB id 32 MW RS07995 WP 000472256.1 RNPSSIEDLIADGFIKEAQKTCKSGETITISNGEAVAN.. 103
NTDB id 16 SA RS07765 WP 000472256.1 RNPSSIEDLIADGFIKEAQKTCKSGETITISNGEAVAN.. 103
consensus **!*!!**!****!*!!*!**!!*!**!*!*!!!!!!*
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