logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.

NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.

NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.

NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.

NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.

NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.

NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.

NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

IO RO OER SR o O A6 L1

MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTIMAQYERA VGSRVAISFGRQONLIGIITEKVDPWESFTGEFQLKAIS LL
MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTMAQYERABIVGSRVAISFGRONLIGIITEKVDPSESFTG FQLKAIS LL

rrrrrrrrrrrrrrrrrrrrrrrrrrrrrnd

e CRLALLT SO BV AL AR DL DAL AR

I
I8P I LDEQVLILLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWK IMPCDNIEALLKRSMKQQDAYQILKLHPA
WP ILDEQVLELLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWK IWPCDNYEALLKRSEKQQDAYQILKLHPA
(N e e e e e e e

TE UL TR L LG LRI

GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQ[V NAQHQYQAFLLDGLTGSGK
GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQ V NAQHQYQAFLLDGLTGSGK

T VAR LT RO DAL KRB R LA

TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP

TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLOQAWQQAQTGKASIILGTRSAIYTP
Pttt rrr ettt et et et rrrrrrrrnd

AL OEELEE AR AL LTS DT HUACLIRALR

LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH
LPRLGLITILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH
Prrr e e rrrrrrrrrrrrrrrrrrrrnd

LKA P SRR LR ALY 28 R D T

LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTYV|

LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV
PLLE bbb e b r e bbbttt

AL R TAELELE DR IRIRD R RIS LA

|
HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP

HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP
Prrrrrrrrr ettt e rrrr e rrr et e e e e rrrr e rrrrrrrrnd

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.1
NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.1
NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

logo

NTDB id 1092609 ACMFG6 RS17750 WP 000156646.1
NTDB id 1072 ABD1 RS01805 WP 000156662.1
consensus

il

|

B

AL

Wil
RN F EAELN

WA AN R LT

L]

I

|

LA

HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL
HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL

[ e o O o T B B B B B A A A e

Rialld

I

LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ
LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ
L e e e e rrrrrrrrrrrrrrrrrrnd

IR D

LVHAPRQHQLRLSIDVDPQEFS
LVHAPRQHQLRLSIDVDPQEFS
| T T T T T T T T T O I O I O O I I |

X non conserved
B similar
>507% conserved

742
742

640
640

720
720



