
logo MKPQSTLQLKRLSQHLALTPQLQQS IRLLQLSTI
LELEQQELVEKQAYLLTENPLLEREDNENWLYDEPTSAYRS IGASDEGESVYANAGLSQTASESASAATEPLSPGTDE

NTDB id 1092549 ACLSSQ RS00905 WP 416243529.1 MKPTLQLKLSQHLALTPQLQQSIRLLQLSTLELEQELEKYLLENPLLEREDENYEPSYS.GSEGEYAGSTAEAAAESPGD 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!**!!!*!!!!!!!!!!!!!!!!!!!!!!*!! !!*! ! !!!!!!!! ! **! *! *! * ! * ! *
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NTDB id 1092549 ACLSSQ RS00905 WP 416243529.1 GGE.SSEGADSHGPEEV.....REEPRDSLGEGEDWFAEGSYPSASRDEDEDSDFQEVQAANTSLRDHLNWQLGLMQLSE 153
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDD.RAPMQLREAEPTQREFLMEQLAPLKLSP 159
consensus *** !!!** * ! ***** * * ! ! !! * * * !!!** * * ! ** !**! !!*** !!*
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VGARSTAPAGECLATLQLEQARLDPASDPEAVKRDPLQ
NTDB id 1092549 ACLSSQ RS00905 WP 416243529.1 RDRQLVSFLIEALDEDGYLTQPLEELQEALPEELEIDLDDLQIALRHLQHLDPTGVGARTPGECLALQLEALPADEVRDQ 233
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP.AKPL 238
consensus !!* !! !!!! !!**!!!! *!*!* !! !!!**!!*!! !!!*!!* !! !*!!!***!!! !!! !* ** **

logo ALKTI
LVNRHQHLELLAAGRDFYTKRLKKALLGSCVDDEGERLKRAAVHTENL IVKRSLANPFRPGAHAQFYAGPRALDEADRFYI

V
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NTDB id 1092549 ACLSSQ RS00905 WP 416243529.1 ALKLVRHHLELLAGRDFTKLKKLLGCDDERLRAVTNLVKSLNPRPGAQYAPLDARYITPDVVVKKVRNQWTASINPDAYP 313
NTDB id 1425 RS RS02020 WP 011000369.1 ALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMP 318
consensus !! *! *!!!!!!*!!*!*!!! ! *!! !*! * !**!! ! !!* *** *! ** !!!!!*! ! ! *!!! !

logo RLR INDRLMYAEQI LRSKSQSRGESSGAANLQSGQKQLQEARWL IKNI
VQQRFDTI LRVSQAI LVDERQKRQSFFETHGE I

VAMRPLVLRE IADETLG
NTDB id 1092549 ACLSSQ RS00905 WP 416243529.1 RLRINRLYAEILSKQRGSS....LSGQLQEARWLIKNVQQRFDTILRVSQAILDRQRQFFEHGEVAMRPLVLREIAETLG 389
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus !!!!! *!! !! !! !****! !!!!!!!!!!*!!!!!!!!!!!!!!**!!* !! !!!*!!!!!!!!!!!*!!!

logo LHESTI
VSRVTTNQKYMATPMRGI

TFELKYFFGSHVASTDETGGAACSASTAIRAL IKQLVAGAEDPKKNPLSDSQR IASE I
LLGEQQGFIVVAR

NTDB id 1092549 ACLSSQ RS00905 WP 416243529.1 LHESTVSRVTTQKYMATPRGIFELKYFFGSHVATDTGGACSATAIRALIKQLVAAEDPKKPLSDSQISEILGQQGIVVAR 469
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!*!!!!!*!!!!!! ! !!!!!!!!!!! !*!!!!*! !!!!!!!!!!!*!!!!! !!!!! ! !*!! !! !!!!

logo RTI
VAKYREALKNIPSAPAVNLRKS IL

NTDB id 1092549 ACLSSQ RS00905 WP 416243529.1 RTIAKYREALNISPANLRKSI 490
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!*!!!!!!! !** !!!!!*
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