
logo MKRKRI
LLV IDDHPAVMEGTKATI LETDNQSDNFLSVVDCLSPEAPSEQF ILKKQHDFSASYDL I LMDLNLGGE I

VNGMDELSKKQI LEQETCNPSHSCKI
NTDB id 1092408 ACL9SD RS17080 WP 413944957.1 MRRLLVIDDHPAVMEGTKAILETNQDFVVDCLSPEASEQFLKKHDFSAYDLILMDLNLG.EINGMDLSKKILETCSSCKI 79
NTDB id 90 BSU 31680 NP 391046.1 MKKILVIDDHPAVMEGTKTILETDSNLSVDCLSPEPSEQFIKQHDFSSYDLILMDLNLGGEVNGMELSKQILQENPHCKI 80
consensus !***!!!!!!!!!!!!!! !!!! !!!!!!!*!!!!*! !!!! !!!!!!!!!!!*!*!!!*!!! !! ***!!!

logo IVYTGYEVEDYFEEAIRASGLMHGAI SKTESKEKI ITEQYIYHQVLDNGNEKI LVVDFYADYFKQL IMTQQKSTKPSANPSQSQKTEQHQDLVLTEPRECL
NTDB id 1092408 ACL9SD RS17080 WP 413944957.1 IVYTGYEVEDYFEEAIRSGMHGAISKTESKEKIIEYIYQVLDNKIVVDYDYFKQLITQQKSKSN.SQQTQHDLLTERECL 158
NTDB id 90 BSU 31680 NP 391046.1 IVYTGYEVEDYFEEAIRAGLHGAISKTESKEKITQYIYHVLNGEILVDFAYFKQLMTQQKTKPAPSSQKEQDVLTPRECL 160
consensus !!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!! !!!*!! !*!!* !!!!!*!!!!*!* *! ! *!*!!*!!!!

logo I LKQEVEKGFYI
TNQE IADALHLSKRS I EYSLTS IVFNSKLNVGSRTEAVL IAKSDEGVL

NTDB id 1092408 ACL9SD RS17080 WP 413944957.1 ILKEVEKGYINQEIADALHLSKRSIEYSLTSVFSKLNVGSRTEAVLIAKSEGVL 212
NTDB id 90 BSU 31680 NP 391046.1 ILQEVEKGFTNQEIADALHLSKRSIEYSLTSIFNKLNVGSRTEAVLIAKSDGVL 214
consensus !! !!!!!* !!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!*!!!
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