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NTDB id 109232 ACGHVZ RS00475 WP 390600798.1 MPGGPMGRGRGAAEKPQDFGGVMKKLMHFCRHYIPAIIVALVLGAIGTVCQIVGPDKLKDMTNEIAKGLPALVNGKPVLG 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA.........G 57
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NTDB id 109232 ACGHVZ RS00475 WP 390600798.1 AIDMDAVTHIAWLLVALYVGYAVLCYVQSWMMANVTQRTAQELREAISVKINKLPLKYFDKVSYGDVLSRITNDVDAIGQ 160
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NTDB id 109232 ACGHVZ RS00475 WP 390600798.1 TLGQSVGSLITSVTLFVGALIMMFYNNVIMTVCAIASSLVGLLIMGAIMKVSQKYFSRQQIALGDVNGHVEEMYAGHTVV 240
NTDB id 370 SMU RS04260 WP 002263294.1 SFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVV 217
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NTDB id 109232 ACGHVZ RS00475 WP 390600798.1 KAYCGEADSIRAFEKYNGDLYDSGWKSQFLSGLMMPLMNFVGNFGYVVVCVVGAVLAMDGKIEFGVIVAFMMYIRLFTQP 320
NTDB id 370 SMU RS04260 WP 002263294.1 SSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQP 297
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NTDB id 109232 ACGHVZ RS00475 WP 390600798.1 LSQFAQAFQNLQRCAAASERVFSFLEEPEMSDESDKQALLGVNGKPVRGDVEFSHVKFGYDPSKTIINDFSASVKSGQKV 400
NTDB id 370 SMU RS04260 WP 002263294.1 IAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQL....EKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKI 373
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NTDB id 109232 ACGHVZ RS00475 WP 390600798.1 AIVGPTGAGKTTMVNLLMRFYEISGGSIAIDGVDTKSVPRWNVHDQFSMVLQDTWVFRGTVRENIAYSKPGVTDKQIEDA 480
NTDB id 370 SMU RS04260 WP 002263294.1 AIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAA 453
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NTDB id 109232 ACGHVZ RS00475 WP 390600798.1 CKAVGLHHYIMSLPNGYDTVLDDKATLSQGQKQLLTIARAMVEDAPILILDEATSSVDTRTEELIQKAMDALTVDRTSFV 560
NTDB id 370 SMU RS04260 WP 002263294.1 AKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFV 533
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NTDB id 109232 ACGHVZ RS00475 WP 390600798.1 IAHRLSTIRDADMILVMNHGDIVESGTHEELLAKGGFYADIYNSQFALTD. 610
NTDB id 370 SMU RS04260 WP 002263294.1 IAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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