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NTDB id 109203 ACGHZ1 RS07800 WP 018598360.1 MSDTARRPRGPMGGHGKGMPGEKAKDFKGAMMRLVKYMERYKFRLILMVLFAVGGTVFNIVGPKILGKATTELFNGLVSK 80
NTDB id 370 SMU RS04260 WP 002263294.1 ......................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGK 58
consensus ********************** ! * * *!* !! ! !*! * * **!! ! ! * !! !
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NTDB id 109203 ACGHZ1 RS07800 WP 018598360.1 INGGSGINFDKIVQILLACLCLYLVSALLSFIQGFIMTGISNDVTYSLRKDISQKINRIPMKYFESRTHGEILSRITNDV 160
NTDB id 370 SMU RS04260 WP 002263294.1 ......IDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDV 132
consensus ******! !!! ! ! * *!! !!*!* !!** * * * !! ! !!!**!*!!!*!***!* !!!*!!!!

logo DLTLMQTMQGSFINQSLVTVQSLMI
V
A
T
A
S
C
I
I
T
L
TL IGSVI

L
F
VMMI

L
K
S
I
TNGVAWLMATALATAI

LL ISLVFPAIGSFMAVI
L
I
S
S
T
K
V
I
VMAKHKSQKPLYFKQAKQQAKNYLAGDEVNSGQYVEE I

VYS
NTDB id 109203 ACGHZ1 RS07800 WP 018598360.1 DTLQMGINQSVTQLITSCTTLIGVLVMMLSINVWMTLAALLILPISMAIISKVMKHSQKYFQAQQKYLGEVNGQVEEIYS 240
NTDB id 370 SMU RS04260 WP 002263294.1 DLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYS 212
consensus ! * !!!* ** * !!! * !!* ! * !*! ** * * *! *!!* ! !! !**! ! !!!*!!
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NTDB id 109203 ACGHZ1 RS07800 WP 018598360.1 GHNVVKAFNKEESVISEFEKTNEKLYSSAWRSQFFSGMMMPIMQFVGNLGYVMVALLGGFMVIKSKIEVGDVQAFFQYIR 320
NTDB id 370 SMU RS04260 WP 002263294.1 GHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVR 292
consensus !!!!! *! !! !* !* ! !*!!!!!!*!!!*!!!*!! !!!!!***!* ! ! ! *! * !! !*!
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NTDB id 109203 ACGHZ1 RS07800 WP 018598360.1 NFTQPIQQIAQVTNMLQSSAAASERVFEFLDVEEEEQTVENPADVSHVDGNVEIRHTSFGYDPNKIIIHDFSADIKAGQK 400
NTDB id 370 SMU RS04260 WP 002263294.1 IFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQK 372
consensus !!!!! !!!! !!! !! !!!!!!! !! ! * * * *!*!!! * !!! ! ! !!!!!!!* !!!!!
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NTDB id 109203 ACGHZ1 RS07800 WP 018598360.1 VAIVGPTGAGKTTMIKLLMRFYDVNSGEILIDGHNIKDFNRSELRELFGMVLQDTWLFHGTIMENIRYGRLDATDEEVIA 480
NTDB id 370 SMU RS04260 WP 002263294.1 IAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIA 452
consensus *!!!!!!!!!!!!** !!!!!!*! ! ! !!!*!!*! ! !*** !*!!!!!!!!!*!!* !!* ! * !!! !!!
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NTDB id 109203 ACGHZ1 RS07800 WP 018598360.1 AAKAAHAHHFIMSQPGGYQMVLNEETNNISQGQKQLLTIARAILADNRLLILDEATSSVDTRTEERIQKAMDNLMKGRTS 560
NTDB id 370 SMU RS04260 WP 002263294.1 AAKAVGVHHFIKTLPKGYDTVLDDS.VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTS 531
consensus !!!! * !!!! * ! !! !! * * *! !!!!!!!!!!!*! ! *!!!!!!!!!!!!!!!!! !!*!!!*!! !!!!



logo FVIAHRLSTIRDNADL I LVMKRDGDNI I EQGSTHDKAQLLMAEAEGNGFYADNLYNSQFETEKAEEVAM
NTDB id 109203 ACGHZ1 RS07800 WP 018598360.1 FVIAHRLSTIRDADLILVMKDGDIIEQGTHKALLEAGGFYANLYNSQFEKAEAM 614
NTDB id 370 SMU RS04260 WP 002263294.1 FVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
consensus !!!!!!!!!!! !!!!!!!*!! !!!!!*! !* !!!! !!!!!! !*
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