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NTDB id 109198 ACGHJ8 RS09300 WP 390539966.1 MPRGHMGGRQMSNEKAKDFKGTIQKLFAHLRPYYVK....FIFIFIFAAGSTIFSIFGPKVLAQATDKLSEGIMAKVSHT 76
NTDB id 370 SMU RS04260 WP 002263294.1 ..................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA...... 56
consensus ****************** ! ** !! ****! !! !* ** !! ! !! ** !* ******
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NTDB id 109198 ACGHJ8 RS09300 WP 390539966.1 GGIDFDAIFQILIFLVCIYLFSALLNYIQGFLTSGISQKVAYDFRKEISEKMDRLPLSYFDTHSSGDTLSRVTNDVDLIA 156
NTDB id 370 SMU RS04260 WP 002263294.1 GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMT 136
consensus ! !! ! ! ! * ! **! !!* ! !* ! * !! ! ! *!* **!! !!!*!! !!!!!!!!!!!!!*
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NTDB id 109198 ACGHJ8 RS09300 WP 390539966.1 QSLNQSLTQVVTSSVTVIGILIMMLTISIPMTLLALCVLPISMFLMTKIMKRTQKYFISQQTSLGNVNGHIEEMYGAHQV 236
NTDB id 370 SMU RS04260 WP 002263294.1 QSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNV 216
consensus !! !!!! *! * *!! * !!* ** !** ** ! ! !! **!* ! !! !* ! !**!!*! *!*!
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NTDB id 109198 ACGHJ8 RS09300 WP 390539966.1 VKAFNGEEDSVARFEDYNDDLYNSAWKSQFFSGLMQPLTTFVGNIGYVGVCLLGGFLASGQMISIGDIQAFIQYVRQFNQ 316
NTDB id 370 SMU RS04260 WP 002263294.1 VSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQ 296
consensus ! *!* ! !! !! !* ! !!!!!!!!*! !! !*!! !!! !!**!* *! !**! ! !!* !!! ! !
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NTDB id 109198 ACGHJ8 RS09300 WP 390539966.1 PITQLAQIMNQLQSTAAAAERVFEFLDEPEMEEEHALVTSAQVHNMQGSVTFNHVQFGYTPEKTIIHDFSMHVHAGQSVA 396
NTDB id 370 SMU RS04260 WP 002263294.1 PIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKV..KQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIA 374
consensus !! !*!! * !!!! !! !!!!!!!!*!*!*!** !** !** * ! ! ! *! !!!*!*!!!!!!!! ! *!!! *!

logo IVGPTGAGKTTIVKNLLMRFYELVDNRSGHMI LS IDGKVDNIHTDQFMATRKSDELVHRDSALFAGMVLQDTWLFEGGTI
V
K
RENL IKYGNKQKLDHAITDEEQMVI

Y
A
EAAC

NTDB id 109198 ACGHJ8 RS09300 WP 390539966.1 IVGPTGAGKTTIVKLLMRFYELNSGHILIDGKDITQFARSDLRSLFGMVLQDTWLFGGTIRENLKYGKLDATDEEMYEAC 476
NTDB id 370 SMU RS04260 WP 002263294.1 IVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAA 454
consensus !!!!!!!!!!!!! !!!!!!!* !*! !!! !* ! *** !*!!!!!!!!! !!**!!! ! * !!! * !*
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NTDB id 109198 ACGHJ8 RS09300 WP 390539966.1 RLAYADHFINTLEDGYDTIINEESNNISQGQKQLLTIARAFLANPKILILDEATSSVDTRTEVLIQRGMDKLMEGRTSFI 556
NTDB id 370 SMU RS04260 WP 002263294.1 KAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFV 533
consensus * *!!! !!* !!!!** **! *! !!!!!!!!!!! ! ***!!!!!!!!!!!!!!! !!!!*!!*!!!!!!!!*



logo IAHRLSTIKRDNADNLTI ILVMKRDGDNI IVELQGNSHDEQSLLMAEKNGFYADELYNQSQFETESESHVAE
NTDB id 109198 ACGHJ8 RS09300 WP 390539966.1 IAHRLSTIKDANTIIVMKDGDIVELGNHESLLAKNGFYAELYQSQFESSHE 607
NTDB id 370 SMU RS04260 WP 002263294.1 IAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!* ! !*!!*!! !*! ! !* !*! !!!!!*!!*!!! *
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