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NTDB id 1091933 ACMDB6 RS02170 WP 050884646.1 MSEKQLLRNQVPENLTWDLSSIFPTDEAWETAFNETRKSAQALSKYAGHVGDSADVLKEALEADLAVERQFEKVYVYAHQ 80
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NTDB id 1091933 ACMDB6 RS02170 WP 050884646.1 AGASDIFNASEQTFGALDNSDIVFGDVHTETGEIVPLTNGLYSLLLESKDRSLREEAFTTLYDSYIALQNTFASTLSSHV 239
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NTDB id 480 HSISS4 RS02090 WP 002890133.1 KVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYE 316
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NTDB id 1091933 ACMDB6 RS02170 WP 050884646.1 KAKGIVLAALAPLGEDYIAIVQKAFDERWIDVVENKGKRTGAYSSGSYDTKPFILLNWQNNLNNVYTLAHEMGHSVHSYF 399
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTF 396
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NTDB id 1091933 ACMDB6 RS02170 WP 050884646.1 TRHNQEYHYGDYPIFLAEIASTTNEGLLTDYLLKTNDDPKFQAYVLNQYLDGFKGTVFRQTQFAEFEQWIHEQSAAGVAL 479
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQIL 476
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logo TADEFMNS IKFLYAGDSLNEQKFYYGNLSDKALEFDPDNEYAE IAQFYEWAER IPHFYMYNFYYVYQYASTGEFAAASTTYLAEKR I LVHTGQTEENDGAKEADYKLNTYLKAGNSS
NTDB id 1091933 ACMDB6 RS02170 WP 050884646.1 TADEMSIFYGSLNQKFYGSDLFPDEAIAYEWARIPHFYYNFYVYQYSTGEAAATTLAERILTQ..NGAEDYKNYLKAGNS 557
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSS 556
consensus !!! ! !* !! !*! * ! *!! !!!!!! !*!!!!! !! !!!* !!!*!** ** ! ! !!!!! !
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NTDB id 1091933 ACMDB6 RS02170 WP 050884646.1 DYALNVIKKAGVNMSQPDYLNEAFKVFEERLNEFEKIMLK..... 597
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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