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NTDB id 109148 ACGG81 RS03325 WP 390109580.1 MSKGQRHGGGHMGGMRAGEKAKDFKGTMKKLLKYMSAYKLGIFAVMLFAVGSTIFTIVGPKILGKATTEIFHGLVSKVSG 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG.... 57
consensus ******************* ! * * *!* *!! **! * !* !**!! ! ! * *!! ****
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NTDB id 109148 ACGG81 RS03325 WP 390109580.1 GSGIDFDKITQILLFLLGLYVLSALFSFIQGFIMTGVSQKLTYKLRKEISEKINRMPMNYFDTKTHGEVLSRVTNDVDTL 160
NTDB id 370 SMU RS04260 WP 002263294.1 ..KIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLM 135
consensus ** !! !!! ! ! ! !! !! !* !!** * !! * *!! ! *!!!**!* !!!****!* !!!!!!!!! *
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NTDB id 109148 ACGG81 RS03325 WP 390109580.1 SQSLNQSATQIITSFTTIIGILAMMLSISPLMTVVALLILPVSMLLISTIVKKSQKHFKNQQEYLGHVNGQVEEVYGGHS 240
NTDB id 370 SMU RS04260 WP 002263294.1 TQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHN 215
consensus *!! !!! ** *!! * !!* * * !*! ** *! * !* !!!**!! !! !**! ! !!!!! !!
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NTDB id 109148 ACGG81 RS03325 WP 390109580.1 IVRAFNKEDDVIREFTETNEILYQSAWKSQFFSGMMMPIMQFIGNLGYVAVAILGGYLAIKDAIEVGDIQSFIQYVRSFT 320
NTDB id 370 SMU RS04260 WP 002263294.1 VVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFT 295
consensus *! *! * ! !* !* ! !!!!!!!!*!!!*!!!!!! !!! !*!*!* *!! ! *! ! !* !!! !!
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NTDB id 109148 ACGG81 RS03325 WP 390109580.1 QPITQVAQVANMLQSTAAASERVFEFLEEEEEDQFAEHPVSVEGLKGDVEFKHVHFGYNEDRIIINDFSAKVKEGQKIAI 400
NTDB id 370 SMU RS04260 WP 002263294.1 QPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAI 375
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NTDB id 109148 ACGG81 RS03325 WP 390109580.1 VGPTGAGKTTMIKLLMRFYDVNSGEILIDGHNLKDFNRSELRQMFGMVLQDTWLFHGSIKDNIRYGKLDATDEEVVEAAK 480
NTDB id 370 SMU RS04260 WP 002263294.1 VGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAK 455
consensus !!!!!!!!!!** !!!!!!*! ! ! !!!*!**! ! !** !*!!!!!!!!!*!**!*!* ! * !!! !* !!!
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NTDB id 109148 ACGG81 RS03325 WP 390109580.1 AAYVHRFVQTLPDGYDMELNEEASNVSQGQKQLLTIARAILADPKILILDEATSSVDTRTEIRIQKAMDNLMKGRTSFII 560
NTDB id 370 SMU RS04260 WP 002263294.1 AVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVI 534
consensus ! !!*!* !!! !!! ! ** *! !!!!!!!!!!!*! !***!!!!!!!!!!!!!!! !!*!!!*!! !!!!!*!



logo AHRLSTIRDNADL I LVMKRDGDNI IVEQGNSHDEEQLLMAEEKGNGFYADNLYNSQFETEQETGVA
NTDB id 109148 ACGG81 RS03325 WP 390109580.1 AHRLSTIRDADLILVMKDGDIVEQGNHEELLEKGGFYANLYNSQFEQTGA 610
NTDB id 370 SMU RS04260 WP 002263294.1 AHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!! !!!!!!!*!! !*!!! !* !* !!!! !!!!!! !
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