
logo MPSNEKAGGGIHKL ICLLCDSQFSQADVTWRSALFLLKPDEKVCHYSCRSKFLKKITGHQICPTLCGRPQSVHAVCRDCEVWKRSTR I
V
R
SD

NTDB id 1090872 ACL6ER RS17565 WP 232918668.1 MPNKAGGGIHKLICLLCDSQFSQAVTWSALFLLKPDEKVCHSCRSKFKKITGQICTLCGRPQSVHAVCRDCEVWKSRVSD 80
NTDB id 109 BSU 35450 NP 391425.2 MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPDEKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRTRIRD 80
consensus !*! !!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!*!!!!! !!!!!*!!*!!!!!!!!!!!!!!!!!!**!* !

logo SLLLRQNRSVYTYNDEMMKETLSRFKFRGDAE I INAFKSDFSSATFSEKVYPDKHFVLVP IPLSKEREEERGFNQAHQLLAECL
NTDB id 1090872 ACL6ER RS17565 WP 232918668.1 SLLLRQNRSVYTYNEMMKETLSRFKFRGDAEIINAFKSDFSSAFSEVYPDKHFVLVPIPLSKEREEERGFNQAQLLAECL 160
NTDB id 109 BSU 35450 NP 391425.2 SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLLAECL 160
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo DRP I
SHHPL IRLNNEKQSKKKKTERLLSECR I FDTKNNSAEGMNI I L IDDLYTTGATLHNFAARCLLEKGKAARSVASSFTL IRS

NTDB id 1090872 ACL6ER RS17565 WP 232918668.1 DRPIHHPLIRLNNEKQSKKKKTERLLSERIFDTKNNSAEGMNIILIDDLYTTGATLNFAARCLLEKGKARSVASFTLIRS 240
NTDB id 109 BSU 35450 NP 391425.2 DRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSFTLIRS 240
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !! !!!!!!!
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