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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
NTDB id 1090857 ACL6ER RS12140 WP 060399060.1 ...........MNWLNQYKKTIILAASAAVFIAAIFIFASGKN.KGPVKQA.....VSTETENAEV.KQ.....EAVKDE 57
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKAIILAASAAVFTAIMIFLATGKN.KEPVKQA.....VPTETENTVV.KQ.....EANNDE 57
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEYKIIVICTGLG.LLVGGFFLLKP.AP.QTPVKETNLQAEVAAVSKDLVS.EKEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEYKIIVICTGLG.LLVGGFFLLKP.AP.QTPVKETNLQAEVAAVSKDLVS.EKEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEYKIIVICTGLG.LLVGGFFLLKP.AP.QTPVKETNLQAEVAAVSKDLVS.EKEVNKEEKEEPL 69
NTDB id 595 KW2 RS08725 WP 021037687.1 .......MEKILDKLKEYWKIMLLVVCA.LIAGGIFYIFT.NS.PKPAETLSVENLSSSSTKSSVS.KF..N..SSSSEK 65
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NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHV. 158
NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHV. 158
NTDB id 1090857 ACL6ER RS12140 WP 060399060.1 SNKTIVIDIKGAVLHPGVYEMRTGDRVSQAIEKAGGASEQADEMQVNLAELLQDGTVVYIPKKGEETAVQQGAVGAVQS. 136
NTDB id 105 BSU 25590 NP 390437.1 SNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQS. 136
NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASSI 149
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASSI 149
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASSI 149
NTDB id 595 KW2 RS08725 WP 021037687.1 NKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTGSSV 145
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NTDB id 36 MW RS08230 WP 001793467.1 ..KNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 ..KNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 1090857 ACL6ER RS12140 WP 060399060.1 ....DGGKGALVNINTATLDELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 105 BSU 25590 NP 390437.1 ....DGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 263 KZH43 RS04195 WP 000387330.1 ......SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 ......SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 ......SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 595 KW2 RS08725 WP 021037687.1 SNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
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