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NTDB id 599 KW2 RS05940 WP 021037268.1 ........MI.......TNFDL....FRWKKAGM.TNLGVNKLLKFFRKYDRKISLRQMGQVAQVKSIPNFIEQYKNQDV 60
NTDB id 1250 GCO85 RS13065 WP 027219989.1 MNNLQPLLALNRMKR.IGPRTVLKLQKRWPDLNLMFQLSSVDL...........EEAGL.....PSWLAQTIKNFDPDF. 62
NTDB id 1090838 ACL6ER RS07750 WP 268279068.1 MDQAAACLMICRINQLLSPSLLL....KWWKADPSMSLTSPVF...........ETVTRGKVK.AATLKNKIEEYYPKL. 63
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLL....KWWKADPSMSLTSPVL...........QTVTRDQIK.AAALKNEIEQFYPKL. 63
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NTDB id 599 KW2 RS05940 WP 021037268.1 KKLRADY....KKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTELN.QS 134
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IKTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREISRHG 141
NTDB id 1090838 ACL6ER RS07750 WP 268279068.1 QRVLAAY..HEQGINIIPISSKQYPFWLKTIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGIQVVNHLTKELCRKD 141
NTDB id 114 BSU 16110 NP 389493.1 PRVLAAY..REQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKG 141
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NTDB id 599 KW2 RS05940 WP 021037268.1 FTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGL 214
NTDB id 1250 GCO85 RS13065 WP 027219989.1 VSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGL 221
NTDB id 1090838 ACL6ER RS07750 WP 268279068.1 WVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPATKPQKWHFPMRNRIISGL 221
NTDB id 114 BSU 16110 NP 389493.1 WVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGL 221
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NTDB id 599 KW2 RS05940 WP 021037268.1 SRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN............ 282
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFS 301
NTDB id 1090838 ACL6ER RS07750 WP 268279068.1 SEGIIVVQGKEKSGSLITADQAMEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF.... 297
NTDB id 114 BSU 16110 NP 389493.1 SEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF.... 297
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