logo

NTDB id 1090783
NTDB id 354 BSU
consensus

logo

NTDB id 1090783
NTDB id 354 BSU
consensus

logo

NTDB id 1090783
NTDB id 354 BSU
consensus

logo

NTDB id 1090783
NTDB id 354 BSU
consensus

logo

NTDB id 1090783
NTDB id 354 BSU
consensus

logo

NTDB id 1090783
NTDB id 354 BSU
consensus

logo

NTDB id 1090783
NTDB id 354 BSU
consensus

ACL6EQ RS13240 WP
27620 NP 390640.1

ACL6EQ RS13240 WP
27620 NP 390640.1

ACL6EQ RS13240 WP
27620 NP 390640.1

ACL6EQ RS13240 WP
27620 NP 390640.1

ACL6EQ RS13240 WP
27620 NP 390640.1

ACL6EQ RS13240 WP
27620 NP 390640.1

ACL6EQ RS13240 WP
27620 NP 390640.1

153256317.

1563256317.

153256317.

153256317.

153256317.

153256317.

1563256317.

A RGN LRLA AR TRRPIL A SEATRICA

MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ

MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQATISQQ
N

L VDRSO LTLCRLADORYORHE RS NGRS 7 RGN

EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAV EAKVAKEL
EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVBIEAKVAKEL

O T EL DA TPHELA AL L LA T L

GLDVIITDHHEPGPELPDVBIAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLTI
GLDVIITDHHEPGPELPDV AIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI

ALEURTRU ALK O e FLAR R AL ekt DU

ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE
ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE
L e e rrrrrrrrrrrrrrnd

N K TOEAE VR NTAVARK VSRR AL EEK A A1 R AL

RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES

RQKMVSKMTDEATIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES
Prrr e e rrrrrrrrrrrrrrrrrrrnd

0 A TRV TR VR DTN

LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN
LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESTIAEMNMLSPFGMLN
PLLE bbb bbb r e bbbt

VAL AT TS0 AL PRSI SERREL

PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA

PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA
Pt r et rrr e rrrr e rrr et r et rrrnnd

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1090783 ACL6EQ RS13240 WP 153256317.1
NTDB id 354 BSU 27620 NP 390640.1
consensus

logo

NTDB id 1090783 ACL6EQ RS13240 WP 153256317.1
NTDB id 354 BSU 27620 NP 390640.1
consensus

logo

NTDB id 1090783 ACL6EQ RS13240 WP 153256317.1
NTDB id 354 BSU 27620 NP 390640.1
consensus

1A

i EHERTLTELARER

WY

D GHE

WAl

AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM
AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM

[ T e e R O T I B e A A A A e

UL A AR A A

I

Bl

I TR

LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFYV|
LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFYV|

X non conserved
B similar
>50% conserved

786
786

640
640

720
720



