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NTDB id 1090746 ACL6EQ RS04790 WP 413360331.1 [GR4eVi: CQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEH SR
CTYCHF CQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHSEEEI
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NTDB id 120 BSU 10620 NP 388943.2
X non conserved
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B similar
>50% conserved




