
logo MNQQTESEHQPTFFFWFDYETWGTVDNPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPCNDYLPASPEAAL ITGITPQKAI
N
K
S
D
QGLAPEP

NTDB id 1090707 ACLKML RS18355 WP 413284414.1 MNTSEQPTFFWFDYETWGTDPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPCDYLPSPEAALITGITPQKAIKDGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !* *!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!! !!!!!!!!!!!!!! !!*!!

logo EF IAKLR IHAQAELSTPNTI
T
N
SLGYNS IRFDDEVTRYTCLYRNFHIDPYAWSWKQHNGNSRWDLLDVLMRATCHYALRPEGI ENWPEIDNDSDEGFKPT

NTDB id 1090707 ACLKML RS18355 WP 413284414.1 EFIKLIHQALSTPNTTSLGYNSIRFDDEVTRYTLYRNFHDPYAWSWKNGNSRWDLLDVMRTCYALRPEGINWPIDSEGKP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!! !! !!!!!! !!!!!!!!!!!!!!!!*!!!!*!!!!!!! *!!!!!!!!!!*! !*!!!!!!! !! *! *

logo

S
TFKRLEHKLSQVANGI EHESNAHDAMADVIATI ELAKKLVKAAQPKLFDNYFLFNTMRHKRKLNTEL IDIVNLQTPLMVHVSGMF

LGRVESCRHSNY
NTDB id 1090707 ACLKML RS18355 WP 413284414.1 TFRLEKLSQANGIEHENAHDAMADVIATIELAKKLKAAQPKLFNYLFNMRHKRKLNELIDIVNLTPLVHVSGMFGVSCSN 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus *!*!!*!! !!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!! ! ! !!!!!!! !!!!!!! !!!*!!!!! ! **

logo

I
TSW IVP I

MAWHPKTNQNAVITVI
V
D
NLAGKMDPQTPLLELDTASDEETI

L
Q
R
A
QRLMYTKRRYDEADLALPDEQLP I

VPLVKLVHLNKCP I LAPAKTLTASDENAEQ
NTDB id 1090707 ACLKML RS18355 WP 413284414.1 ISWIVPMAWHPKNQNAVITINLAMDPTPLLELTSDEIRQRMYTKRDALLPDQLPIPLKLVHLNKCPILAPAKTLTSDNAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!*!!!! !!!!!! * !* !! !!!!! * * !*!!* * ! !! !!*!*!!!!!!!!!!!!!!!!!! *!!

logo

K
RIG IDNREQCLAQHNLNSLVIKRNQHPE IREKLVETLVFYSQVEREFYNPDQENQSDVDSQLYASGFFSTPADRATAMDE I I LRETTAKPENLAGASLADIQRFVAGDK

NTDB id 1090707 ACLKML RS18355 WP 413284414.1 RIGINREQCLQNLSLIKNHPEIREKLVELYSVEREYPDNQDVDSQLYSGFFTPADRTAMDIILETKPENLAALDIQFGDK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus *!!! !!!!! *! *!**!!!!!!!!! **! !!!** !!!!!!! !!!*!!!! !!*!! ! !!!!* ! ! *!!

logo R IAEPLLFNRYQRARHNYPEHTLDTDEQTEQQQRRWAASHSCRDYFEARNSLEPGNYI
MLNLENLAVHEHEQANDEPKKMARI LKSVYHNYVEKQLAVCS

NTDB id 1090707 ACLKML RS18355 WP 413284414.1 RIAPLLFNYQARNYPETLDEQQQQRWASSCRDYFEASLPNYILNLENLAHEHENDEKKMRILKSVYNYVEQLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!! ! !!*!!*!! * ! !!! *!!!!!! !* !*!!!!!! !!! !*!!! !!!!!!*!!! ! *

X non conserved

X similar

X ≥ 50% conserved


