
logo MS IVSNATVETKVEEFDEFTERDQEQASALEVVLETDAELTSDNESDELVAKVTKPTQEHGSATKSEKDKPVQREEFDEASTAKSTLDATQLMYLGSE IGFSPLLTAE
NTDB id 1090685 ACLKML RS09755 WP 413285178.1 MSISNAVEKVEEFETRQQSAV........TSNSDLVKVTKPTQHSTKKKPQEEFEATAKTLDATQLYLGEIGFSPLLTAE 72
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAV.....EGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAE 75
consensus !!*!! ! !!!!!* ********!! *!! !****** * !!!*!*!!*!!!!!*!! !!!!!!!!!!!

logo EEVLYARRALRGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI
NTDB id 1090685 ACLKML RS09755 WP 413285178.1 EEVLYARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTI 152
NTDB id 1183 GTF74 RS11590 WP 000116737.1 EEVLYARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTI 155
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ERALMNQTRTIRLP IHVVKELNIYLRTARELSQKRLDHEPTAPEE IAELEKLDKRPVDSDVNTKMLRLNER I
VSSVDTP I

MGGDGDEKAL
NTDB id 1090685 ACLKML RS09755 WP 413285178.1 ERALMNQTRTIRLPIHVVKELNIYLRTARELSQKLDHEPTAEEIAEKLDKPVSDVNKMLRLNERVSSVDTPMGGDGEKAL 232
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ERALMNQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKAL 235
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!! !! !!!!!!!!*!!!!!!*!!!!*!!!

logo LDI ILPDSTHNHNASDPEFVSTQDDDIKRESSLLVNWLDELNPSKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLR
NTDB id 1090685 ACLKML RS09755 WP 413285178.1 LDIIPDTNHSDPEVSTQDDDIKSSLVNWLDELNSKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLR 312
NTDB id 1183 GTF74 RS11590 WP 000116737.1 LDILPDSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLR 315
consensus !!!*!!*** !!! !!!!!!!* !!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo E I LLVKQGLNMEASLFDNVEQYDVN
NTDB id 1090685 ACLKML RS09755 WP 413285178.1 EILLKQGLNMESLFDVEQV. 331
NTDB id 1183 GTF74 RS11590 WP 000116737.1 EILVKQGLNMEALFNVEYDN 335
consensus !!!*!!!!!!! !! !! *
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