
logo

MNKLDLAPKTKYLLMVEDTASVAALYKRSFYLTPLDGIDI
V
K
NIVGSTGKRADAI

LEMS ILGTERGREIPDL I LLDLRLPDMTGMDVLHYAVKSERKLSY
NTDB id 1090682 ACLKML RS07520 WP 413284788.1 MNKLDLAPKTKYLLMVEDTASVAALYKSFLTPLGIDVKIVGSGKAALEMLTEGIPDLILLDLRLPDMTGMDVLHAVSRLY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!*!*!!!! !!* !!!*!* !*! * !!!!!!!!!!!!!!!!!!!*!!

logo PDVP I IVFMTAHGS IDTAVDEAMRHGAQDFL IKPCEADRLRVTVNNAIRKAESKLTKNSDVGVSEDMSSD
V
N
R
K
S
N
Q
N
QNYQGF IGSSQMTML

Q

NTDB id 1090682 ACLKML RS07520 WP 413284788.1 PDVPIIFMTAHGSIDTAVDAMRHGAQDFLIKPCEADRLRVTVNNAIRKAEKTKSVGSEDMSSVRSQNNYQGFIGSSQMML 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDV......DNKNQNYQGFIGSSQTMQ 140
consensus !!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! ! ****** **!!!!!!!!!! !

logo

A
SVYKRTIDSAASTSKAS I F ITGESGTGKEVCAEAIHAASKRGRDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATERQGAA

NTDB id 1090682 ACLKML RS07520 WP 413284788.1 SVYKTIDSAATSKASIFITGESGTGKEVCAEAIHAASKRRDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAA 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 AVYRTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAA 220
consensus !!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EAMADNGGTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEQGRFREDLYYRLYVIPLHL
NTDB id 1090682 ACLKML RS07520 WP 413284788.1 EMANGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQQGRFREDLYYRLYVIPLHL 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 EAADGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHL 300
consensus ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo PPLRADRGDEDVI
VE IAYSLLGFHI

MSKLEEEGKDSFMVRFLSTAPDEVI
VERF IRGQYEWPGNVRQLQNVI

LRNAVVVLNEHGKRE I ETLDSMLPPPLNQM
NTDB id 1090682 ACLKML RS07520 WP 413284788.1 PPLRDRGEDVVEIAYSLLGHISLEEEKSFMRFTPDVIERFIGYEWPGNVRQLQNVIRNAVVLNHGKEIELSMLPPPLNQM 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PPLRARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQM 380
consensus !!!! !!*!!*!!!!!!!!**! !! ! !*! ***!*!!! !!!!!!!!!!!!!*!! !!!!*!*!! ! !!!!!!!!!

logo SATEP IANSDNANEQSSVENLDLTVNARAELPTLASEHEGKNKS IVSTVDHENI FVPLWLMATEKQAF I EQAI ENACFDGNIPKRAANTAYLDEVSPSTIYRKLRQ
NTDB id 1090682 ACLKML RS07520 WP 413284788.1 STEIASDNANEQSSVENLDLTVNAELTLSEGKSISTDNIVPLWLAEKQFIEQAINAFDGNIPKAANALEVSPSTIYRKRQ 480
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SAPIN..................RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQ 442
consensus ! *! ****************** !*! * *! * ! !!!* !!! !!!!! !*!!!!!*!! !*!!!!!!!!! !

logo

A
TWKNEKVKEKEKER

NTDB id 1090682 ACLKML RS07520 WP 413284788.1 AWK.......... 483
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TWNEKVKEKEKER 455
consensus ! **********
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