
logo MQRYNFMNS IRMHRHRFFIWFVKRTNFVKFVYTWFAVLFTLLI LMMTLLVCFLGVGSI LMSDQPHISAVFICAQGNSFDQNQFYDLQANEWKTVAKQQKQAMHQYDATQKRLGNNSITSASKSDHSAHSNGNSHYSSYKI
LSKQPTSTKLQNQTFPSNGVDTSGTNVGKQVINRHI

L
NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQY..SMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHL 78
NTDB id 1069 ABD1 RS03060 WP 043960841.1 MQY..SMRFWKNKYFVLIMLCLGVISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSNSSKISQTKNFNDSTGQIHL 78
NTDB id 1090413 ACJQW4 RS08080 WP 241628580.1 MQRNFNRHRIVRVVTLFILMVL..GLDHAIAQNFDQQYLNWKAQQQAQDARLGNSSSDA..NYYLSKPSLTPVSGNKIRL 76
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ....MSIRHFFTFFWATLLTLF..SMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASH....HSLSKPTQQSGTGVKVNI 70
consensus *** *************************!!*!!!****!!* !* *!**!****!**** ***! ******* * ***

logo NQSASTNAVEKNQEFLQQLHSKGI
VGEKKAELQAI LVQEYRQKQHYNGKSFAKSTNVI EDDE I

L
K
Q
K
N
I
VKGIGPAKFLI ILFQEKNRKDSRLAI

L
NTDB id 1041 H0N27 RS14740 WP 005124713.1 NQANVNEFQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 NQANVNEFQQLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 1090413 ACJQW4 RS08080 WP 241628580.1 NSASAEQLQQLSGIGEKKAEAILQYRQQHGKFKTIEELQNIKGIGPKLLQKNKDRLAL 134
NTDB id 1014 ACIAD RS13855 WP 004924483.1 NSATAKELQQLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI 128
consensus ! !* ** !!!*!*!!!!!*!!**!!! *! !****** **!!!!! ***!!* !!!*

X non conserved

X similar

X ≥ 50% conserved


