logo

NTDB id 1017 ACIAD RS02540 WP 011182074.1
NTDB id 1090412 ACJQW4 RS07570 WP 241627615.1
NTDB id 1051 ABD1 RS02465 WP 004738086.1
consensus

logo

NTDB id 1017 ACIAD RS02540 WP 011182074.1
NTDB id 1090412 ACJQW4 RSO7570 WP 241627615.1
NTDB id 1051 ABD1 RS02465 WP 004738086.1
consensus

logo

NTDB id 1017 ACIAD RS02540 WP 011182074.1
NTDB id 1090412 ACJQW4 RS07570 WP 241627615.1
NTDB id 1051 ABD1 RS02465 WP 004738086.1
consensus

logo

NTDB id 1017 ACIAD RS02540 WP 011182074.1
NTDB id 1090412 ACJQW4 RS07570 WP 241627615.1
NTDB id 1051 ABD1 RS02465 WP 004738086.1
consensus

o el o A RTCLAAEY B DDAk G avecendl
RIS ARV YA kT Era szl K S £ Es S |
MSKWTINJAT GCISGCQT MIIKDPEK VKVRTQLAAEYI SGDLDSAKRALDQALISVIYP DS ANMMMGYV
...... H ele. . . ... . JT EEH INP[&AK K PEKAVEVRTQLAAEYIRKGDLD AKRALDQAL® PRDSTANMMMGYV]
.MSTPKINS LM-AVL INSGCQTEINTWMKKDPEKAVKVRTQLAAEYIRSGDLDSAKR LDQALHV BRD TANMMMG

kokokkok | k% I e I B B O O I O O B B B O O L A A N B B R I A I I

LN e gt R LIS Aol A TL R AL

LLQQEGS PNLEKA AYFJSRA [N®MDP NAQA NNYGTYLYQMMRYBIDAI QLT AGS LGYDQRYRALEN GRIYL LG[Y
LLQQEGSEAN EKAEARIFKRAISEDPENAQARNNYGTYLYJRJERYN AIEQLTIAGSTLGYDQR RALENLGRIYLKLGD
LLQQEGS PNLEKAEBIYFKRAISH P NAQARNNYGTYLYQMERYNDAIEQIYIAG TLGYDQRYWNALENLGRIYLKLGD

AR SRy {2 el ARTe YEQURT AR AR )

ANAEKIFEQALQANRDSHVSMLELAEI YLQQWIPAATMYEQYVRTVGQKNQGARALWIGIRVARANAD WGHQVLVN
JIANAEK FKQALQANE SYVSMLEL EIFYLEIQQIPAATQBYEQ VREMVGQXNQEARALWIGIR ARAN DKMGMQVLVN
AGAEK FKQALMANRDSY SMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIG RVARANADKMGMQVLVN

e DRl STEAV

QLR PDSRIEYQRYLIYLQYSTEAV WK elsls)
QLRALFPDSWNEYHRYLQLQYSTEAVWK Y

QLRALFP SIHEYQRYLQLQYSTEAVWKEES
I

X non conserved
B similar
>507% conserved

159
147
159

239
227
239



