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NTDB id 1090410 ACJQW4 RS07235 WP 241629414.1 MILNKINYTPLLRAWWKDPIFTTAVVFALIVHLLVLAIEFTAPTQHDATVKEIAVTLRPSEKKVEHADFLAQADQQGSGT 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
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NTDB id 1090410 ACJQW4 RS07235 WP 241629414.1 FREAHRMSSDMPAPMLE.QSAGEKQMETLEKTQQKRELNFEEKVLMTTLSWQKQAEQNRRKKAMEELNSQFQAKAAMVAS 159
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
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logo LEAQYLQRQQDNFSRQQKIKTVDGIQAKKQDAI SAAYLDEKFREKVEFLYGNRYYPEEQAKQQQRLAKGEVRLMVI LNARNQGGIRAIRL
NTDB id 1090410 ACJQW4 RS07235 WP 241629414.1 LEAQYLQRQQNFSRQQKIKTVDGIQAKQDISAAYLEKFREKVEFYGNRYYPEQAKQQRLAGEVRLMVILNRNGGIRAIRL 239
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
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NTDB id 1090410 ACJQW4 RS07235 WP 241629414.1 IESSGHDLLDEAAKASVRKAAPFTAFDSKMKDISELRIVRTWRFDPAEAEFEVQ 293
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
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