
logo MTATKINLLPWREDKELREQKRKKQEFLITVFILSCFI LGAVAGVVL ILGCIVALTALTVFLVGLMAGWFYYFDGNYHKLDENDQEQANQL I ILMTSTNQGNLDVQQLKTSLDENGLQQEQRDNA
NTDB id 1090402 ACJQW4 RS06425 WP 241626507.1 MAKINLLPWRDELREKRKKEFIVICIGAALIGVLLVVLAWFYYNYKLEDQEQANQLIISTNQNLDVQLKSLEGLQEQRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
consensus !**!!!!!!!**!!!*!!!*!**********!* !***!!!* *!!*!!!!!!!!!**!!!*!!*!!!*!*!!!*!!*!
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NTDB id 1090402 ACJQW4 RS06425 WP 241626507.1 IVERMKLIQGLQSQRPIAVRLIDEMARVVPANLYITKFSRIGDKFTIEGKAESPNAVAEFLRNLEASSWYRNAFMNSFLA 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!* !!!*!!**!!*!***!*!!!*!*!!!!!!!!!!!!!!*!!!*!!!!!!! !!!!!!!!!!!!
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NTDB id 1090402 ACJQW4 RS06425 WP 241626507.1 VEENKNKAPSSIVPRVEDGYGSFVVTADLDEIAMPTTDAANDANAVASSTAGAAK 215
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKP..STGESVGAAK 213
NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATSD.QP..QTPPTAGVKP 212
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