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VAQGEQYLRKGSQKVYVI
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1090400 ACJQW4 RS06040 WP 241625407.1 ..MRGVNKVILVGTLGRDPETKTFPNGGSLTQFSIATSDSWTDKSTGERKEQTEWHRIVLHNRLGEIAQQYLRKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQG..GMNVPAQ.....QGSWGQPQQP........ 144
NTDB id 1090400 ACJQW4 RS06040 WP 241625407.1 EGSLRTRQWTDQNGQERYTTEIRG....EQMQMLDSNRQQGEGVPAGDNAGFNQPRFNNN.QNSGYGNNTGYNNAGGFNN 153
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSD......NYAQNN 147
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logo NFQGNAGKGQNAHQAQGPMYGQNQNSTANRPSQGPAFAQKPYKPSQAPAPQYAAENEPAPMPADMNDLFDDDLIPF
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...AKQHQPMQQSAPQ..QYSQPQYNEPPMDFDDDIPF 177
NTDB id 1090400 ACJQW4 RS06040 WP 241625407.1 NQGGGNQAGYGNNNPSGFAPKAAPAAPAPADLDDDLPF 191
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNA.....TRPQPAQKPAAQAEPPMDNFDDDIPF 180
consensus * *** ** !* * **** *** **!!!*!!
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