
logo MKKVFLKNGMPVNSFHSALGFIKKQHQLLALATLVCGLTAGI
V
A
S
I
VGSTIAEVVEHAATPASPRNHINPPSLKASGNAPNQVYVVKKRGDTLWDI SGHKFLDNKPWRW

NTDB id 1090396 ACJQW4 RS04390 WP 241626588.1 MKKVLKGMPSFSALGFKQQLLALTVGLAISVGSIAVVEAAPARNINPPSLKAGAPQVYVVKKGDTLWDISGKFLDKPWRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHAT.SPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!! ! *!!!! ** ** *!*!! !*! * *!*!!!!!! !!*!!!!!*!!!!!!!!!*!! !!!!!

logo PE IWASNQRHVKNPHWI FYPGDKRLLLCSLYDQGKRPL IVGKDEGDGCDVGI IRRYATGGQTTHKLQPQVRVEASLNNAS IVPVIPLEHNIKQWL
NTDB id 1090396 ACJQW4 RS04390 WP 241626588.1 PEIWASNRHVKNPHWIFPGDKLLLCSYQGKPLIGKDEGDGCDGIIRRYAGG.TKLQPQVRVESLNNAIPVIPLENIKQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!*!!!!! !*!!*!!!!!!!! !!!!!! ! *!*!!!!!!!! !!! *!!!!!!*!!!!!

logo EHNSTI ILAPAPDES IATNTPYI
V
L
VGTADQRVLAGKGQTIYARGNQGLEINVGQQRYAVYREGDEPYTYFLLTDNNPKGKKHYDSALGI

LELLNQVASTGVAV
NTDB id 1090396 ACJQW4 RS04390 WP 241626588.1 EHSTIIAPESIANTPYVLGTADQRVLAGKGQTIYARGNGLEVGQQYAVYREGDPYTLLNPKGKKYDAGLELNQVATGVAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus !*!!!****!! !!!!**!!!!!!!!!!!!!!!!!!!*!! !! !!!!!!!*!! *!!!!* !*!! !!!*!!!!

logo

A
SSEKNDITTI

LELTDSFYNAEVRRGDRVLMPEVEYDQAPMTLPTLFYPTVDMAEKDQVTDVGGKQI IVRVMGS IGRTAAKHNSVVTI
LDRGNTLTEQGI

VQVG
NTDB id 1090396 ACJQW4 RS04390 WP 241626588.1 ASENDITTIELTDSFNAEVRRGDRVLPVYDPMLPTLFYPTMAEDVTVGGQIVRVMGSIGTAAKHSVVTIDRGNLEGVQVG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus !! !!!!*!!!!!*!!!!!!!!!!*! * !!!!!!! ! !! !! !*!!!!!!! !!!*!!!!*!!! !*!!!

logo

H
QVFDS INTQKQGEQS IVRDPKTKEMVI

VQLPGQKQIGNSLMVFKRTFDHQFLSYAYVLDESDSLP I
VKI

VGASS IQPSPLQFMDNDE
NTDB id 1090396 ACJQW4 RS04390 WP 241626588.1 HVFSINQKGEQVRDPKTKEMVQLPGQKIGNLMVFKTFDHFSYAYVLDSSLPVKIGASIQPPLMDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! ! ! !! *!!!!!!!**!!!!! !! !!!!*!!!* !!!!!!*! !!*!*! !!!*! *

X non conserved

X similar

X ≥ 50% conserved


