
logo MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSTGLGTLQQGEMI LSMRG
NTDB id 1090323 ABFT42 RS12720 WP 010334977.1 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTTGLGTLQQGEMILSMRG 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo I REDLFLTAYAAFYI
VAELVDKRGTEEKKPNPYLFEF I LESFLKQLDNEGTDPDVITF IVQMKMLAGVMGLYPELNHCVHCKSQDG

NTDB id 1090323 ABFT42 RS12720 WP 010334977.1 IREDLFLTAYAAFIAELVDKGTEEKKPNPYLFEFILESFKQLDEGTDPDVITFIVQMKMLAVMGLYPELNHCVHCKSQDG 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
consensus !!!!!!!!!!!!**!!!!!*!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo TFHFSVRDNGF ICHRCFDEKDPYKR I
VP IKPQTARLLRLFYYFDLSR I

LGNVSLKEQETKADELVKQVIDLYYEEYSGLVYLKSKRFL
NTDB id 1090323 ABFT42 RS12720 WP 010334977.1 TFHFSVRDNGFICHRCFDKDPYKVPIKPQTARLLRLFYYFDLSRIGNVSLKQETKDEVKQVIDLYYEEYSGVYLKSKRFL 240
NTDB id 118 BSU 25280 NP 390406.2 TFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFL 240
consensus !!!!!!!!!!!!!!!!!*!!!!**!!!!!!!!!!!!!!!!!!!!*!!!!!! !!! !*!!!!!!!!!!!!!*!!!!!!!!

logo DQMESMKHLMGENKS
NTDB id 1090323 ABFT42 RS12720 WP 010334977.1 DQMESMKHLMGENKS 255
NTDB id 118 BSU 25280 NP 390406.2 DQMESMKHLMGENKS 255
consensus !!!!!!!!!!!!!!!
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