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DPDSTLMNSLMSTFQLNSSSCPVDVLQEETVAGSTHLRDGPKQS IVWKATAEALAKQNEKTIKEENQQFDYAPDKFL IPQHKRLTVDLLNASWALVSYHRSEQSEQNG
NTDB id 1250 GCO85 RS13065 WP 027219989.1 MNNLQPLLALNRMKR.IGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSW....LAQTIKNFDPDFIKTDLNWLSSSEN 75
NTDB id 1090307 ABFT42 RS08735 WP 326227033.1 MDQAAACLITCRINQLLSPSLLLKWWKADPTMSLS..NSSCVLETASHGKVKTEALKNKIEEQYAKLQHLL..SVYHQQG 76
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLT..S..PVLQTVTRDQIKAAALKNEIEQFYPKLPRVL..AAYREQG 74
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 HHILTWDSPYYPALLKEIADPPFILYAKGELSALTQP.SLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGIDA 154
NTDB id 1090307 ABFT42 RS08735 WP 326227033.1 IEVIPISSDQYPFWLKTIYDPPPVLFAKGDISLLSQGRKIGIVGTRHPTAYGIQVVNHLTIELCHKKWVIVSGLASGIDG 156
NTDB id 114 BSU 16110 NP 389493.1 INTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDG 154
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 HAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIKS 234
NTDB id 1090307 ABFT42 RS08735 WP 326227033.1 LSHAASIKAKGRTIGVIAGGFQNIYPRENLQLAEHMAKHHLLLSEHPPETKPQKWHFPMRNRIISGLSEGIIVVQGKEKS 236
NTDB id 114 BSU 16110 NP 389493.1 MSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKS 234
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 GSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKENLVKFIG 314
NTDB id 1090307 ABFT42 RS08735 WP 326227033.1 GSLITAYQALEQGREVFAVPGSVFDPYAGGPIKLIQEGAKAIWSAEDIYAELPERNVQYTEPF................. 299
NTDB id 114 BSU 16110 NP 389493.1 GSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF................. 297
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FETTTIDQI IDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER
NTDB id 1250 GCO85 RS13065 WP 027219989.1 FETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1090307 ABFT42 RS08735 WP 326227033.1 ............................................... 299
NTDB id 114 BSU 16110 NP 389493.1 ............................................... 297
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