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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 MRTGMIALALGLVALRFLPALPPTWLLLLMPVVALMLLPFRT........YP....VALFLLGFTWACVSAQWALNDRLS 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW........RP....LAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 QRLDGQTLWVQGKVVGLPSVAEGVVRFELEDARS.RRATLPALIRVAWYG....................GPEIRSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
consensus **!***** ! ! *!!** ****!!**** ! * ***! **!**!!! *!****!*!!

logo

Q
RLTAALVKRLKRPGHSSGMLMVNPDGSGAFDGYQEYAAWMLLADQRDRVIRGAATGYTI

V
A
K
Y

A
D
TGEKQLRAILRAENALMGEADAGSGVGALPARSRSVEGRAWRADAGR I

L
VRRQHRLLTAAVDELPAEHQAGRYEA

NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 RLAVKLKRPGGLVNPDAFDYQAWLLAQRIGATGTVADGQLLA..............PARGAWRDGIRQRLLAVDAQGR.E 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 GGLAALVLGDGSGLSRTDWQVLQDTGTVHLLVISGQHIGLLAGVVYALV.......AGLARWGVWP..RALPWLPSACVL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 AFGAALGYGLLAGFEVPVRRACVMVAMVLLWRLRFRHLGVVWPLLLSFNTVLIFEPLVTLQPGFWLSFAAVGILLLIFSG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 .......R.......LGAWRWWQSWTRAQWLIAIGLLPILLALNLPISLSGPFANLVAVPWVSVIVLPPALLGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......R.......LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEA.SFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 LLGEGLLWLAGGALEWLFMFLDRVA.AVLPAWLPSAVPGWAWGLSFLGGLLLLLPRGVP...MRPLGWPLLLLCVFPPLE 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIA.GWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 EVPDGQVEVLQLDVGQGLAILLRTRNHTLLYDAGPRFGEF.DIGQRVVVPAIRKAGVRRLDLMLISHADADHAGGALAVH 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 QAFPVKRVLGGER.......AKLAPQLNAALCESGERWEWDGVVFSTWRWEQA......PDGNAASCILSVDAGGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEP.......ERLPAALDARSCRTGQRWTWNQVNFSVWRWPQA......TNGNQASCVLMVEAAGERLLL 633
consensus **!!* *!**** *** ***** ! *!*!! !**! !***** !* *!**!!*! *********!

logo

T
AGDIGDARVAHQQAEARAAL IMVADAGSEAPGEFMDERVLMNRADHRI

WLQLASVPHHGSNRTSSSSAGKAPVFLADQAVSAPADQVVGVAVLFIQSVRSGRSYHNRNRAYFGHPHPAQRVLMWAKQRLYGQRANWALRGAIAELRSHLYRD
NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 AGDIDVHAERAAMDS..GFDLRAHWLQSPHHGSRSSSSKPFLQAVAPVGVLISRGRNNAFGHPHPRVMARYRWLGIASYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1089893 ACKUFS RS04470 WP 054080088.1 SAELGAISLQLGT..FGPPRAERAQRRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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