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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 1089848 ACL4H5 RS10210 WP 168577430.1 .MAGSLNKVMLIGNLGRDPEVRSFQNGGKVCNLRIATSETWKDRNTGERREKTEWHSVAIFNEGLVRVAEQFLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
consensus **!!!***!*!!*!!**!****!**!*****!!!!*!*!***!***!*!!!! ****** ****!***!*!!* !!

logo

V
I
LEGKQRI

L
K
Q
S
TRKYWQGDKQNDSGI

Q
E
DRTYTASYTDEVIQVLVQGFYNAGDGSNI

T
V
E
L
M
T
K
QMLDGSGRAGSNQSEQGNSGDGFMGAGPAFGYDEGNQQEGGMQSYNGGVWQGNSDQAYGPGAGQGTGNGYGNGGQEGGASWYSGQDGQRGNPYAAQGQSRGNQGNPGNA

NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQS...........QEAYQRPAQQSRQPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQS...........QEAYQRPAQQSRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDF.GGNQGSGWNQAPAQTN.YN.QGGYSDNYAQ..NNN 148
NTDB id 1089848 ACL4H5 RS10210 WP 168577430.1 IEGQLQTRKWQDQSGQDRYSTEVVLQGFGSTLTMLDGRGEGGGG.GFGGGQGGGDYGGGGGGYGGGGSYGGG..G..GGG 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQGGMNV...PAQ......QGSWGQP..Q..QPA 145
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NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNG..GNATR.PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1089848 ACL4H5 RS10210 WP 168577430.1 NQG..GGFGG.GGPSQ..........NIDDDEIPF 176
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQH..QPMQQ.SAPQQYSQPQYNEPPMDFDDDIPF 177
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