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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT DELL l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ARFAQKIAGGINNAF IDAEHALDPI\YARWALGVN DELL 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ARPNQKIAGGINNAF IDAEHALDPJ\Y ARWNALGVN DELL 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ARFNQKIAGGIWNAF IDAEHALDPJ\Y ARWALGVN DELL 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ARPNQKIAGGINNAFIDAEHALDPI\Y ALNNLGVN DELL 153
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NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ARFNQKBIGGIWNAF IDAEHALDPJA\Y ARWALGVN DELL 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIAYQEIRGGEOFNAF IDAEHALDP\YY A[IML.GVN ELL 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIYQK[R]G GENA IDAEA DPIAYAWNLGVN D LL 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT ARMFNQKINGGINGAF IDAEHALDP\Y Y ARYNLGVNWWDELL SQPDRGEQALE T}yl 152
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT AINUQOKINGGYAMAF IDAEHALDQAYY AIQYL. G VNND L SQPDIRGEQALEI\Y 139
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NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINEQOKINGGNAMAF IDAEHALDA:IY ANQML.GV Iy NNLL. SQPD GEQALEI|H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AINQKWUGGUWNAF IDAEHAIDIUEY AINNL.G N EL SQPDGEQALEI 148
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT AR[QKINGGNAMAF DAEHAIRIDPNY AN G V) ELM SQPD GEQALETI[# 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT AR[UQKINGGYAMAF DAEHAIJDPNYAIRNLGVIY ELM SQPD GEQALEI[® 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT ARNGOKNGGUASAF DAEHAIQDPWYARMNLGVIl ELNM SQPD GEQALEI[ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT AINIQKIRGGIRMAF IDAEHALDUMYY ABJNL. G V) ﬁ LL SQPD GEQALEI[X 148
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT AR[UQKINGGURMAF IDAEHALDP[RYAISNLGV  DNLL SQPDEIGEQALET)N 139
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NTDB id 1089756 ACLVWN RSO07270 WP 005724816.1 jSBuREeIzciciel .Gy SQPDIIGEQALEI(® 141
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI[® FLINRSGAVD 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT ANWNQ IAGIGNMAFIDAEHALDPNYAIQNL.GVN DELL SQPD GEQALEI[® FILIN\RSGAVD 139
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