
logo MMSAVLSTIGDRKRLGAAI LLDQAGYLLGTDNEDELQMRALERHSREVGGRSLADEVL IVDSMGMLVLGSEKRR IARQTAI EEDAHRLFGIPLVNELLHARTLVQEPIDPPAKAVKLR
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 MSVLTIGDKRLGAILLDAGLLTDEELQMALERHREVGGSLAEVLVDMGLLSERRIAQAIEDHFGIPLVELHTLEIPPKVR 80
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
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NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALEG..DRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 ALLPAEKAKELQAIPFALDEEAGVVRVAFVNPLDTLALEEVEDLTGLVVEPYQTTKSAFLYTLAKAYPELGLPVPPP..P 158
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
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logo SDGAEPSGGQRAKTDEGGLMRKLGERLL ILVEQTHKGLWYITSDRADEAQTLQEVEALDVAEQQEQKTGEDALLGARTI L IVSQRRKAGI
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NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 SGPSGAEMRLGELLVEKGLISRDTLEEALVEQEKTGDLLGRILV.RKGLDEKALYRVLAEQNGLEFLEDTAGLTPALEAT 237
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
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WEREL IFEHRQRAFVYPEQRKNGRLGEQVLVQEGTKLSR
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 RLLLRSDALRYSAVPVGLKDGKVEVVLSDPRHKAQVEELLGKPAHFYLTLPKAWEELFHRVYPEKGRLGEVLVQEGKLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 EALKEALAVQETLPKAKPLGEILVELGLVRPEDVEEALKKQRQGGGRLEDTLIQSGKLKPEALAQAMAAQLGYPYINPEE 397
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
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NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITGK.....EILPAVMAEKDIIRLIERYFGE 472
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 SPPDPGVALLLPEDLARRYGVFAHHLEGNTLVLLMREPRNIIVLDDLKQYFKRKGLNYTLAPAVAPEAAITKLIERFYGK 477
NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
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V IREAAFYLQDASDIHI ETPTREQDGNADVKLQVRYLRVIDGTALREPQQYNSTSTFLPKGA
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGA 552
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 AELGEIAKELSRGFKEEEAP...SLDLDESAAQRFVKQVIREAYLQDASDIHIEPRQGDVLVRLRVDGTLRQYTTLPKGA 554
NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKKQAEEEVP..SPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGA 555
consensus *** ***!!********* * ***!!!!****!***!!!!*!!!!!!!!!!*** *! !!*!*!!*!! ****!!!!

logo

A
L
G
N
Q

A
P
Q

I
V
M
I
A
S
R
V
I
L
VKI LMGHGLNDIAEKRRVLPQDGRVRFYKRKEGAESVIDVLDLRLSTLPTVYGEKAVMRLLQKKASNDIPELI EDGQLGFSAEPEGYNVYFAEQRYFTKE

NTDB id 1306 DR RS10060 WP 027479822.1 AQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTE 632
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 LGPVISVIKILGGLDIAERRLPQDGRVRYREGEVDLDLRLSTLPTVYGEKAVMRLLKKASDIPEIEGLGFAPEVFQRFKE 634
NTDB id 1028 TT RS08215 WP 011173991.1 LNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKE 635
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NTDB id 1306 DR RS10060 WP 027479822.1 IIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIF 712
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 VIEKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIM 714
NTDB id 1028 TT RS08215 WP 011173991.1 VISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIM 715
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logo VGE IRDQSETAKIAVTEAALTGHMLVLIATLHTNDAPAGQAVITRLEDEMGI
VELNPFNI SAAVLMIGVLASQRLVRKR I

VCSEEGHCKVQPETVNKAPDPETVL
NTDB id 1306 DR RS10060 WP 027479822.1 VGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVL 792
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 VGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVELFNISAALIGVLSQRLVRKICEGCKQEVKPDPEVL 794
NTDB id 1028 TT RS08215 WP 011173991.1 VGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETL 795
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logo RRLGI
LSEAERDE IQRGAKNRLMYRKGLMTGCPERCGGTGYKGRMYGAIHELMLVMVDDSELIRRHTAIGVAGRKPSAATE IRKDEVIALRGERSKGLMRKSTLRQEDGLI EYKAL

NTDB id 1306 DR RS10060 WP 027479822.1 RRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKAL 872
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 RRLGLSEEEIRGAKLYKGLGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGIYKAL 873
NTDB id 1028 TT RS08215 WP 011173991.1 RRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKAL 874
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logo QGLITTLEEVLAVRTAI SE
NTDB id 1306 DR RS10060 WP 027479822.1 QGLTTLEEVLAVTAS 887
NTDB id 1089708 ACLWNE RS10045 WP 413217187.1 QGITTLEEVLARTIE 888
NTDB id 1028 TT RS08215 WP 011173991.1 QGITTLEEVLARTIE 889
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