
logo

MK
M
N
R
A
PKGIALVAVTLASLLML

V
L
VIALLVFGTFFTTQI

LELW I
TTRNDTTSVQAFYAAEAGLQKYKAALFQQYVWQREQRRTGGSTPTTGGGS

NTDB id 1089699 ACLWNE RS04425 WP 413217566.1 MKRPKGIALVVTLSLLLLIALLVFGTFFTTQLELWITRNDTTSVQAFYAAEAGLQKYKAALFQQYVWQERTGGSPTTGGS 80
NTDB id 1036 TT RS04330 WP 011173286.1 .MNAKGIALVATLALMVVIALLVFGTFFTTQIELWTTRNDTTSVQAFYAAEAGLQKYKAALFQQYVWREQRGGT...GGG 76
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LDLWDNRDNGTIDTPNEAFTVNGNRVLMTVLAQDNETVVTVDAGNGNRPVGRYTAVTLVYKRDTAGQADDPQRLVFYTL IVSERGETSGSGAKRARVQA
NTDB id 1089699 ACLWNE RS04425 WP 413217566.1 TVCYSSLSAGIDWNRNGTIDPNEAFTNGVMTLAQDETVVDAGGRPVGRYTVTLVRTG.APRVYTLISRGESSGARARVQA 159
NTDB id 1036 TT RS04330 WP 011173286.1 GGCFTSLARGLDLDRDGTITP...FVNNRLVLAQNEVVTDANGNPVGRYTATLYKDAQDDQLFTLVSEGTSGGAKARVQA 153
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NTDB id 1089699 ACLWNE RS04425 WP 413217566.1 TLLLETPSPLNLAIFAGSGQANKWLNGGATIRGGIYIVGDPANPDREVISSNGNFSLLNWYRLSDYGDLQNYVTEANREA 239
NTDB id 1036 TT RS04330 WP 011173286.1 TFRISNSDYLEQAIFAGAGQANKWLNGGATIRGGVYVVGNPNDPDQYVIEANGNFALYNRYDLTTYSEVTNRVEPSYRQV 233
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logo QDLCASLRVQYGKI SVGGSTQIGEPNTNKRVKGVFVGRGAMQDITGETNTVDGVCRTNRNTKRGVCTEAI
MGGFDLSDPPPSFPTLDEAGKLDPS

NTDB id 1089699 ACLWNE RS04425 WP 413217566.1 QDLCASLRVQYGKISVGGSTQIGEPTNRVKGVFVGRGMQDITGTTVDVCTRTRGVCTEAIGGFDLSDPPSFPTLEG...P 316
NTDB id 1036 TT RS04330 WP 011173286.1 QDLCASLRVQYGKISVGGSTQIGEPNNKVKGVFVGRGAQDITGENVGVCRNNKGVCTEAMGGFDLSDPPPFPTLDAKLDS 313
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NTDB id 1089699 ACLWNE RS04425 WP 413217566.1 GGCGEGKSWRQCIREDAENSLRIVQGTPLPTLSWPTLAVPPAPPPSCLAAFSSATVELDGNAVDCSYTLPSGAKGGFRYT 396
NTDB id 1036 TT RS04330 WP 011173286.1 DACSAYPTWRACLQGKAALRIQRIGN.ILSVAS....PPNATLSPSCLQAMQSGTLTLDTQSVDCTFTRLDGSRGGFRYT 388
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NTDB id 1089699 ACLWNE RS04425 WP 413217566.1 P.GSPATLEVYGTVALEGFDLTLKRDTRYIAQTGTRKNASLAVLSKNGNRGNLTVEGTLLPNQPQGLFPEHVLGLVVEKD 475
NTDB id 1036 TT RS04330 WP 011173286.1 YTGGQELLEVFGDVVLEGIDAVLNRPVDYRAQSGSAKSATLAVLKLGGNGGNLDINGNLLPDATFGLFPNHALGFVAEGD 468
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NTDB id 1089699 ACLWNE RS04425 WP 413217566.1 LYQKGRYMAAPVYAGGTFRIVKQNVLMGSVMSNEFCTTSAGNQTSCAAGQSAEVIFVNTGAN.KPRILRLVDRVAGRYAF 554
NTDB id 1036 TT RS04330 WP 011173286.1 IYQRGQHVMAPVYAGGTFRVVKGNVLFGSVISNQFCTTSAGNQMSCNASQKAEVVYIRIPKENRPALL..PSLRGGKPVF 546
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NTDB id 1089699 ACLWNE RS04425 WP 413217566.1 LILSYERR 562
NTDB id 1036 TT RS04330 WP 011173286.1 QVLSYERR 554
consensus *!!!!!!

X non conserved

X similar

X ≥ 50% conserved


