
logo MPVYQYKARDRQGRLVEATI EAEDLRTAARLLRDRGLFVAE IKEPGKRGLQRAEVR IPALERGPGLKDLAI FSRQLATMLGSA
NTDB id 1089695 ACLWNE RS02815 WP 413217426.1 MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGRGLRAEVRIPALERGPGLKDLAIFSRQLATMLSA 80
NTDB id 1029 TT RS02230 WP 011228203.1 MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLAIFSRQLATMLGA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo GLTLLQASLAS I LERQTENKRKFRE I ILKKQVRTDVEGGMSAFLSEALSKHKI
LFSRLYVNLVRAGETSGGLMDLVI LDRLASTFLEKELE

NTDB id 1089695 ACLWNE RS02815 WP 413217426.1 GLTLLQSLSILERQTENKKFREIIKKVRTDVEGGSALSEALSKHKLFSRLYVNLVRAGETSGGMDVILDRLATFLEKELE 160
NTDB id 1029 TT RS02230 WP 011228203.1 GLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKHKIFSRLYVNLVRAGETSGGLDLILDRLASFLEKELE 160
consensus !!!!!! ! !!!!!!!!*!!!!!*! !!!!!!!! ! !!!!!!!!*!!!!!!!!!!!!!!!!!*!*!!!!!!*!!!!!!!

logo LRGKIRSAMTYPTVIVFVFAVGVAYFLLTGIVPQFAQI LTDLGSELPLLTRFL IALVSDNLLRAVATLPLLLLALVAVLFYFAVYRSWY
NTDB id 1089695 ACLWNE RS02815 WP 413217426.1 LRGKIRSAMTYPTIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIALSNLLRVATLPLLLLLVVLYFVYRSY 240
NTDB id 1029 TT RS02230 WP 011228203.1 LRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLAVALFFAYRWY 240
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!! !!!!!!!! ! !*! !! !

logo YGRTPQGRRVI
VDR I

LKLRLMPVFGNLNRKTAI
VARFASRTLALLLQSSGVNI LVEASLDITKGTAGNAS IVVEDE I

LVEATAKLNKI
VQQGDEPLN

NTDB id 1089695 ACLWNE RS02815 WP 413217426.1 YRTPQGRRVVDRIKLRMPVFGNLNRKTAIARFARTLALLLQSGVNILESLDITKGTAGNAIVEDLVETAKNKVQQGEPLN 320
NTDB id 1029 TT RS02230 WP 011228203.1 YGTPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAAKLKIQQGDPLN 320
consensus ! !!!!!!!*!!*!!!*!!!!!!!!!!!*!!! !!!!!!! !!!!!*! !!!!!!!!!! *!!**!! !! !*!!!*!!!

logo LTLAQHNPFLVFPPMVSSMVAIGEETGALDTLMLSKI
VADFYEREVDEAVASLTAAI EPLMI I FLGVIVGMIVAGMFLPLFKI I

NTDB id 1089695 ACLWNE RS02815 WP 413217426.1 LTLAQNPLVFPPMVSSMVAIGEETGALDTLLSKIADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVAGMFLPLFKII 400
NTDB id 1029 TT RS02230 WP 011228203.1 LTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVAGMFLPLFKII 400
consensus !!!!!*! !!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GTLSVQ
NTDB id 1089695 ACLWNE RS02815 WP 413217426.1 GTLSVQ 406
NTDB id 1029 TT RS02230 WP 011228203.1 GTLSVQ 406
consensus !!!!!!
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