
logo

MKSAWIRAAVIALAGLGAFALAGSFPEEPRFQAPVNLKVSESQVKAGQTLPLDVVLEALARSVGLQPL IYRAYDPSGDPA
NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 ................................................................................ 0
NTDB id 1027 TT RS05145 WP 011173436.1 MKSAWIRAAVIALAGLGAFALAGSFPEEPRFQAPVNLKVSESQVKAGQTLPLDVVLEALARSVGLQPLIYRAYDPSGDPA 80
consensus ********************************************************************************

logo

TAQPPLPNVKLDFQGKPFREVWDLLFATYGNQYSLDYLFLPPDVVVVAPTQVITALVDAPSRTGAMERRPYIVGVPE IAY
NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 ................................................................................ 0
NTDB id 1027 TT RS05145 WP 011173436.1 TAQPPLPNVKLDFQGKPFREVWDLLFATYGNQYSLDYLFLPPDVVVVAPTQVITALVDAPSRTGAMERRPYIVGVPEIAY 160
consensus ********************************************************************************

logo

KRTETDAQGQPRTVVNI EGAKAWVQNDLLPFLSREAAGLNVNWIVVEEGGRLKAVLSVLATPEQHARFSDI LQRAGIDFR
NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 ................................................................................ 0
NTDB id 1027 TT RS05145 WP 011173436.1 KRTETDAQGQPRTVVNIEGAKAWVQNDLLPFLSREAAGLNVNWIVVEEGGRLKAVLSVLATPEQHARFSDILQRAGIDFR 240
consensus ********************************************************************************

logo

PLPALAQPKPRVEKTYTLTYATFPDLLAFLQSRL
MPEGAQIGTPVLVPTDNPKQRAI

VVLATEAEDHAKRLASEGLLKQATADLVPKATVRRVYTL
NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 .................................MPGAQITPLPTDPKRAVVLATEADHAKLAGLLQAADLPKAVRRVYTL 47
NTDB id 1027 TT RS05145 WP 011173436.1 PLPALAQPKPRVEKTYTLTYATFPDLLAFLQSRLPEAQIGVVPTNPQRAIVLATEEDHARLSELLKTADVPKTVRRVYTL 320
consensus **********************************! !!! **!! ! !!*!!!!! !!!*! !! !!*!! !!!!!!!

logo QNLTTFLAEAEAVGQERLKRAPLLESKDELKPAGARLEAS ILPGNPKALLLEAPEASDEHQALFAE I
LLKALVDVAPEPAQAPPPQAPPQEATLVRRLFYPLHRFYADNA

NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 QNTTLEAVGERLRALLSKELPAARLEAIPGNPKALLLEAPESDQALFAELLKAVDVAEAPPPPPQEATVRRLFPLRFADA 127
NTDB id 1027 TT RS05145 WP 011173436.1 QNLTFAEAQERLKPLLEKDLKGARLESLPGNPKALLLEAPEAEHALFAEILKALDVPPQAPQAPQEATLRRLYPLHYANA 400
consensus !! ! !!!**!! !*!**!!!! *!!!!!!!!!!!!! **!!!!!*!!!*!!** *!**!!!!!*!!!*!!**! !

logo EKQVAPFLAREVPGI
VVVQTVPGQPR I

LLSVRGTEAAQLKREVEASLLALQIDRAPPEQGPAPLVFQRATYQLSNAKAKVDELAAQVLQEALKAKR
NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 EKVAPFLAREVPGVVVQTVPGQRILSVRGTEAALKEVEALLLQIDRAPEQGPALFQRTYQLSNAKAKDLAAVLQEALKAK 207
NTDB id 1027 TT RS05145 WP 011173436.1 EQVAPFLAREVPGIVVQTVPGQPLLSVRGTEAQLREVESLLAQIDRPPEQGPPVFQRAYQLSNAKAVELAQVLQEALKAR 480
consensus ! !!!!!!!!!!!*!!!!!!!!**!!!!!!!! !*!!! !! !!!!*!!!!!**!!! !!!!!!!! *!! !!!!!!!!*

logo

Q
T
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Q
N
Q
P
Q
QA
GQGQNQEQAPTAPTPRETATVVADEPRTNTL IVTGTAQEDLALVEGL IPKRLDQAPVPQVNLRVR IQEVQSNFLSTRASLGLKWNSTIA

NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 TGPQPQAQGQEATATPTATVVADERTNTLIVTGTAEDLALVEGLIPRLDQAVPQVNLRVRIQEVQSNFSRALGLKWNTIA 287
NTDB id 1027 TT RS05145 WP 011173436.1 QAQNQ.GQQNQAPPTREATVVADPRTNTLIVTGTQEDLALVEGLIPKLDQPVPQVNLRVRIQEVQSNLTRSLGLKWNSIA 559
consensus ******! * !**!* !!!!!!*!!!!!!!!!! !!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!! *! !!!!!!*!!



logo GGNVAAS I LVDASGLSL I FDSTRSLAALNIMATLDALQQRQGLSRALRDVNQTVLNNQTARLQSGETFFL IRRVVGNDQRVERVPF
NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 GGNVAASIVDAGLSLIFDSTRSLAALNIMATLDALQRQGLSRALRDVNQTVLNNQTARLQSGETFLIRRVVGDRVERVPF 367
NTDB id 1027 TT RS05145 WP 011173436.1 GGNVAASILDSGLSLIFDSTRSLAALNIMATLDALQQQGLSRALRDVNQTVLNNQTARLQSGETFFIRRVVNDQVERVPF 639
consensus !!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! ! !!!!!!

logo DI
VGI

L IVEVTPQITADGQI LLNIKAEVSGNVQRNPVDGDVDRFTKQVVTTTLRVKRDGEQTVVLGGLTSQENSNEQSTQVQGVPFLLM
NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 DIGIIVEVTPQITADGQILLNIKAEVSGNVQRNPVDGDVDRFTKQVVTTTLRVRDGQTVVLGGLTSQENNETVQGVPFLM 447
NTDB id 1027 TT RS05145 WP 011173436.1 DVGLIVEVTPQITADGQILLNIKAEVSGNVQRNPVDGDVDRFTKQVVTTTLRVKDGETVVLGGLTSQESNQSQQGVPLLM 719
consensus !*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!! ! * !!!! !!

logo DIPL IGELFKQRTGNESTTDKRELLVVITADI
VLKEATASARNPP

NTDB id 1089690 ACLWNE RS02260 WP 413217666.1 DIPLIGELFKQRTGETTDRELLVVITADVLKETASRP. 484
NTDB id 1027 TT RS05145 WP 011173436.1 DIPLIGELFKQRTNESTDKELLVVITADILKEAASANP 757
consensus !!!!!!!!!!!!! !*!!*!!!!!!!!!*!!! !! **

X non conserved
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X ≥ 50% conserved


