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NTDB id 1089676 ACLLO5 RS23085 WP 413172834.1 MVNVLSNLNLGNLSNLLGKSNKGVGIELAPERMNIVQLRKQRQGIKLESLTTIPVPEGIVVDGQINDPPRMAEIIQQGMA 80
NTDB id 1411 SGL RS10685 WP 010872897.1 ........MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLS 72
consensus ******** * ! !* !!!*!* !!!*!* !! ! ! !! * **!!!! *! ! !*! *!!!!! *

logo ENSGKIKNATKSQRVATAC I
VPGMRDEAI IVRMVI

LPVPAELDENKNELRDEMVLNHEAALYLPYPREEAVDLVDYQKLGLYFEVDEDGI EKVQVLLVAT
NTDB id 1089676 ACLLO5 RS23085 WP 413172834.1 ESKIKASRVATCIPGRDAIVRVIPVPAELDNKELREMVLNHEAALYLPYPREEADVDYQKLGYFVDEDGIEKVQVLLVAT 160
NTDB id 1411 SGL RS10685 WP 010872897.1 ENGINTKQVATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVAT 152
consensus ! ! !!!**! !*!!*!**!!!!!!! !!!*!!!!!!!!!!!!!!!!! !*!!!!!! ! !!!!!!!!!!!!!!!
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NTDB id 1089676 ACLLO5 RS23085 WP 413172834.1 RKEITDTYINTFAEAGLKVDVLEINSFALIRTIRDQLRLFGPQEAAVLVDIEFDSTEIAIIINGVPQFSRTVPIGTYQLQ 240
NTDB id 1411 SGL RS10685 WP 010872897.1 RREVTDSYLDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQ 232
consensus !*!*!!*!* !! !!! !!!!!!!!!!!!!!!!*!!! !!* !!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!*!
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NTDB id 1089676 ACLLO5 RS23085 WP 413172834.1 AALSRAMNLPTSRDLDMLMGMTIPATSMDVGRTGTTGVNPGMGPMLKILGELSDELRRSIDFYINQSEGLEVAQILLAGT 320
NTDB id 1411 SGL RS10685 WP 010872897.1 NALSRAMNLPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGP 312
consensus !!!!!!!!!*!! ***! !!!!! ! ! ! !*!!!!! ******!!!*!!!!!!! !!*!!!! !!* !*!!!!*
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NTDB id 1089676 ACLLO5 RS23085 WP 413172834.1 GGGLQQLDEFFTQRLGFPTTQIDPIRDLSLQVEAEKYPPVQRPGLGVILGLGMREA 376
NTDB id 1411 SGL RS10685 WP 010872897.1 GGGLIQLDEYFTQRLSIPTVKIDPFEALAIDTD.QNFSDIERPSLATVLGLGIREA 367
consensus !!!! !!!!*!!!!! !! !!! ! * ** **** !! !* *!!!!*!!!
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