
logo MTSYSSPSQSKRKPSRTALVATLTRNTQYFSPFGNKLVAQGSGHYVDNATEQLMKRQAL IVEQSVKRKSTGKRMSLPTDEEVLEKAS IVTGQREQLSPEFL ILREQYKKNQHQLFELK
NTDB id 1089671 ACLLO5 RS14115 WP 413171149.1 MTYSSPQRPSTALTTRTQFSPFGNKLVQSGYVNTEQMKQALIESRKSGKMLTDVLESITGQQLSPEFIREYKKQHLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus !! !!* **! !* ! !!!!!!!!! !*! !!**!!!* *!*!* !** ! *!! !!!! *! !!!**!!!!!
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VLYGVDESLVDPEVANPQIAGNTLQMQMVAGEQL IDGRSFLFIPLVDTVCRRFHKRFLLVPLASKQQREDGQDTPPSYVLVAMVDEPDNLADAQSDDELNR I LRNVKGNFLESLQR

NTDB id 1089671 ACLLO5 RS14115 WP 413171149.1 ILYGVESLDPEVNQIGNLMVGQLIDSLIPVDVCRRHRLVPLSKREDQTPPYVLVAMVEPDNLDASDDLNRILRNKNLSLQ 160
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
consensus *!!!!*!*!!!! *!* ** !! !*! !!!** *!! !* !! !!!!!!*!!!! ! !*!!!!!! ! !

logo RLMVI
VTQDEDFYNQHQL ILENKQYLYADEI LRAEEVRWEAKAEKQEKRDEQEKRADLTDI
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NTDB id 1089671 ACLLO5 RS14115 WP 413171149.1 RMVITQEDYQHLINKYLDELAVREKEK...EQKRDTDINQDIKYL.EDQDIEEVGED.KDADINASIKDAEDAPIIKLVN 235
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDM.NLGEDKEDVDNALDSNDANQAPVINLVN 238
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NTDB id 1089671 ACLLO5 RS14115 WP 413171149.1 RILFKALQEKVSDIHIEPQEENLRIRFRKDGVLREAFDPVPKKIIPAVTARFKIISNLDIAERRLPQDGRIRRLFEGRKV 315
NTDB id 1410 SGL RS13950 WP 010873519.1 KILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKV 318
consensus *!! !!!!! !!!!*!!!!! !!!!!!!!!!! !!!!*!*!! !!! !!!!!* *!!!!!! !!!!*!!!** !!!!

logo DFRVNTLPSRYGEKVCVLR I LDNSASTQLGLDFKL ITDNPETLHQI
TVQRDELMAVASKRPFYGL IMLVTGPTGSGKSTTSTLYSAVLAEKRNDSPEGI

VN
NTDB id 1089671 ACLLO5 RS14115 WP 413171149.1 DFRVNTLPSRYGEKVVLRILDNSSTQLGLDKLITDPETLHIVQDMVSKPFGLILVTGPTGSGKTTSLYSALAEKNDPGIN 395
NTDB id 1410 SGL RS13950 WP 010873519.1 DFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVN 398
consensus !!!!!!!!!!!!!!!*!!!!!!! !!!!!! !!! !!!!* ! ** *!*!!*!!!!!!!!!!*!*!!! !!!*! ! *!

logo INSTAVEDP I EYASLPGITQVQVIREKGLMDFSNTAI LRAFLMRQDPDVI
LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAI

NTDB id 1089671 ACLLO5 RS14115 WP 413171149.1 ISTVEDPIEYSLPGITQVQVIREKGLDFSTALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAI 475
NTDB id 1410 SGL RS13950 WP 010873519.1 INTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAI 478
consensus ! ! !!!!!! !!!!!!!!!!!!!!*!!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo ARLDGEMGI
VEPFMVSGSSL ILGVLAQRLMVRKRVCSTEQCR IAPYHTPSTKTEELASRFYGLSASGKDEETSVVTFYKANSLPSPDEES IHI ELAKRQTKGNNQLC

NTDB id 1089671 ACLLO5 RS14115 WP 413171149.1 ARLGEMGIEPFMVSSSLIGVLAQRLVRRVCSQCRIPYTPTTEELARYGLSASKETSVTFYKANSLPPESIIEAKTKNQLC 555
NTDB id 1410 SGL RS13950 WP 010873519.1 ARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLC 558
consensus !!! !!!*!!!!!! !!*!!!!!!!*!*!!* !!!*!*!* !!! !*!!!!! * !!!!!!!!!*!* !* !* ! *!!
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KTLLAYSLDNLVQREQGSYTTLEEVERVTFTDTGLEASE
NTDB id 1089671 ACLLO5 RS14115 WP 413171149.1 PACNGIGYKGRCGVYEVMRVTENLQTLINQEAPTERIKEVAVEEGMKTLLAYSLDLVRQGSTTLEEVERVTFTDTGLEAE 635
NTDB id 1410 SGL RS13950 WP 010873519.1 QKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESE 638
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RAKRKSAGLTCRTCADAETLQPQEWLDCPYCMTPSRFQSD

NTDB id 1089671 ACLLO5 RS14115 WP 413171149.1 LKAKRKSGLTCRTCDATLQPEWLDCPYCMTPRFQD 670
NTDB id 1410 SGL RS13950 WP 010873519.1 MRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus **!!!!!*!!!!!! ! !!*!!!!!!!!!!*!! *
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